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BEST AVAILABLE COPY 



SEQUENCE LISTING 



<110> Third Wave Technologies 
Ma, Wu Po 
Lyamichev, Victor 
Saiser , Michael 
<120> Enzymes for the Detection of RNA Sequences 
<130> FORS-04946 
<140> 09/864,426 
<141> 2001-05-24 
<160> 2640 

<170> Patentln version 3.0 
<210> 1 
<211> 834 
<212> PRT 

<213> Thermus aquaticus 
<400> 1 

Met Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu 
15 10 15 

Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly 
20 25 30 

Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala 
35 40 45 

Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala Val Phe 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg 
130 135 140 
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SEQUENCE LISTING 



BEST AVAILABLE COPY 



<110> Third Wave Technologies 

Allwai, Hatim 

Bartholomay, Christian 

Chehak , LuAnne 
<120> Detection of RNA Sequences 
<130> FORS-04944 
<140> 09/864,636 
<141> 2001-05-24 
<160> 2640 

<170> Patentln version 3.0 
<210> 1 
<211> 834 
<212> PRT 

<213> Thermus aquaticus 
<400> 1 

Met Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu 
15 10 15 

Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly 
20 25 30 

Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala 
35 40 45 

Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala Val Phe 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 

85 ^'90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg 
130 135 140 



Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His Pro Glu 
145 150 155 160 

Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys Leu 
195 200 205 

Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu Glu Asp 
225 230 235 240 

Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly Leu Arg 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp 
305 310 315 320 

Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Asp Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 

Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 



- 2 - 



Gly His Pro 

Phe Asp Glu 

Lys Arg Ser 
515 

Pro He Val 
530 

Asn Thr Tyr 
545 

Arg Leu His 
Ser Ser Ser 



Gly Gin Arg 
595 

Val Ala Leu 
610 

Ser Gly Asp 
625 

His Thr Gin 



Asp Pro Leu 

Tyr Gly Met 
675 

Glu Glu Ala 
690 

Val Arg Ala 
705 

Tyr Val Glu 
Ala Arg Val 



Met Pro Val 
755 

Lys Leu Phe 
770 

Val His Asp 
785 

Val Ala Ala 



Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly 
500 505 510 

Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
520 525 

Glu Lys He Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
535 540 

Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
550 555 560 

Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu 
580 585 590 

He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
600 605 

Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu 
615 620 

Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He 
630 • 635 640 

Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr 
680 685 

Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
695 700 

Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
710 715 720 

Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
760 765 

Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
775 780 

Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
790 795 800 

Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 
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f 

\ 



Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly 

<210> 2 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1 5 .10 15 

Leu Val Asp Gly -His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770' 775 780 

His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 
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< Z J. U > 


-3 
j 


<^11> 




< Z XZ > 


rrrt X 


<z X J > 


A3. ci r lciai oeguence 


<220> 




<223> 


Synthetic 


<400> 


3 


Met Asn Ser Glu Ala Met Leu 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 1 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 
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Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Leu Gly Leu Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu 
405 410 415 

Phe Ala Asn Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp 
420 425 430 

Leu Tyr Arg Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser 
450 455 460 

Leu Glu Val Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Gly Leu Pro Ala He Gly Lys Thr Glu Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Ser Thr Tyr He Asp Pro Leu Pro Asp Leu lie His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 
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Pro Leu Gly Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp 
595 600 605 

Leu Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg 
625 630 635 640 

Asp lie His Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Glu Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala 
785 790 795 800 

Glu Ala Val Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Glu His His His His His His 

840 





835 


<210> 


4 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 



Met Asn Ser Gly 
1 

Leu Val Asp Gly 
20 

Gly Leu Thr Thr 
35 

Ala Lys Ser Leu 
50 

Val Val Phe Asp. 
65 

Gly Tyr Lys Ala 



Leu Ala Leu lie 
100 

Glu Val Pro Gly 
115 

Lys Ala Glu Lys 
130 

Asp Leu Tyr Gin 
145 

Gly Tyr Leu lie 



Pro Asp Gin Trp 
180 

Asn Leu Pro Gly 
195 

Leu Glu Glu Trp 
210 

Leu Lys Pro Ala 
225 

Lys Leu Ser Trp 



Val Asp Phe Ala 
260 

Phe Leu Glu Arg 
275 

Leu Glu Ser Pro 
290 

Gly Ala Phe Val 
305 



Met Leu Pro Leu 
5 

His His Leu Ala 



Ser Arg Gly Glu 
40 

Leu Lys Ala Leu 
55 

Ala Lys Ala Pro 
70 

Gly Arg Ala Pro 
85 

Lys Glu Leu Val 



Tyr Glu Ala Asp 
120 

Glu Gly Tyr Glu 
135 

Leu Leu Ser Asp 
150 

Thr Pro Ala Trp 
165 

Ala Asp Tyr Arg 



Val Lys Gly He 
200 

Gly Ser Leu Glu 
215 

He Arg Glu Lys 
230 

Asp Leu Ala Lys 
245 

Lys Arg Arg Glu 



Leu Glu Phe Gly 
280 

Lys Ala Leu Glu 
295 

Gly Phe Val Leu 
310 



Phe Glu Pro Lys 
10 

Tyr Arg Thr Phe 
25 

Pro Val Gin Ala 



Lys Glu Asp Gly 
60 

Ser Phe Arg His 
75 

Thr Pro Glu Asp 
90 

Asp Leu Leu Gly 
105 

Asp Val Leu Ala 



Val Arg He Leu 
140 

Arg He His Val 
155 

Leu Trp Glu Lys 
170 

Ala Leu Thr Gly 
185 

Gly Glu Lys Thr 



Ala Leu Leu Lys 
220 

He Leu Ala His 
235 

Val Arg Thr Asp 
250 

Pro Asp Arg Glu 
265 

Ser Leu Leu His 



Glu Ala Pro Trp 
300 

Ser Arg Lys Glu 
315 



Gly Arg Val Leu 
15 

His Ala Leu Lys 
30 

Val Tyr Gly Phe 
45 

Asp Ala Val He 



Glu Ala Tyr Gly 
80 

Phe Pro Arg Gin 
95 

Leu Ala Arg Leu 
110 

Ser Leu Ala Lys 
125 

Thr Ala Asp Lys 



Leu His Pro Glu 
160 

Tyr Gly Leu Arg 
175 

Asp Glu Ser Asp 
190 

Ala Arg Lys Leu 
205 

Asn Leu Asp Arg 



Met Asp Asp Leu 
240 

Leu Pro Leu Glu 
255 

Arg Leu Arg Ala 
270 

Glu Phe Gly Leu 
285 

Pro Pro Pro Glu 



Pro Met Trp Ala 
320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
. 405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 



Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


5 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


5 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 • 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 
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Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 



Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 
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Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 6 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 6 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 



Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 7 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 7 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu He Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 



Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 
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<Z± U > 


Q 

o 


<6±±> 


O *3 O 




PPT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


8 



Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


9 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 9 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 . 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 



Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


10 


<211> 


842 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


10 


Met Asn Ser Glu Ala Met Leu 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 
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Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu He Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys He Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 
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Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp 
595 600 605 

Leu Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg 
625 630 635 640 

Asp lie His Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 
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Leu Glu Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala 
785 790 795 800 

Glu Ala Val Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Glu His His His His His His 
835 840 

<210> 11 

<211> 842 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 11 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 
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Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Leu Gly Leu Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu 
405 410 415 

Phe Ala Asn Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp 
420 425 430 

Leu Tyr Arg Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser 
450 455 460 

Leu Glu Val Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg 
465 470 475 480 
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Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Ser Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 



Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 
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Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 

<210> 12 

<211> 833 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 12 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asp Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly 
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<210> 


13 


£t J. J. ^ 


O J J 


<212 > 


PRT 


<2 13 > 




<220> 




<223> 


Synthetic 


<400> 


13 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala" Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 , 775 780 

His Asp Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu 



<210> 14 

<211> 833 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 14 

Met Asn Ser Gly 
1 

Leu Val Asp Gly 
20 

Gly Leu Thr Thr 
35 

Ala Lys Ser Leu 
50 

Val Val Phe Asp 
65 

Gly Tyr Lys Ala 



Leu Ala Leu lie 
100 

Glu Val Pro Gly 
115 

Lys Ala Glu Lys 
130 

Asp Leu Tyr Gin 
145 

Gly Tyr Leu lie 



Pro Asp Gin Trp 
180 

Asn Leu Pro Gly 
195 

Leu Glu Glu Trp 
210 

Leu Lys Pro Ala 
225 

Lys Leu Ser Trp 



Val Asp Phe Ala 
260 

Phe Leu Glu Arg 
275 

Leu Glu Ser Pro 
290 

Gly Ala Phe Val 
305 



Met Leu Pro Leu 
5 

His His Leu Ala 



Ser Arg Gly Glu 
40 

Leu Lys Ala Leu 
55 

Ala Lys Ala Pro 
70 

Gly Arg Ala Pro 
85 

Lys Glu Leu Val 



Tyr Glu Ala Asp 
120 

Glu Gly Tyr Glu 
135 

Leu Leu Ser Asp 
150 

Thr Pro Ala Trp 
165 

Ala Asp Tyr Arg 



Val Lys Gly He 
200 

Gly Ser Leu Glu 
215 

He Arg Glu Lys 
230 

Asp Leu Ala Lys 
245 

Lys Arg Arg Glu 



Leu Glu Phe Gly 
280 

Lys Ala Leu Glu 
295 

Gly Phe Val Leu 
310 



Phe Glu Pro Lys 
10 

Tyr Arg Thr Phe 
25 

Pro Val Gin Ala 



Lys Glu Asp Gly 
60 

Ser Phe Arg His 
75 

Thr Pro Glu Asp 
90 

Asp Leu Leu Gly 
105 

Asp Val Leu Ala 



Val Arg He Leu 
140 

Arg He His Val 
155 

Leu Trp Glu Lys 
170 

Ala Leu Thr Gly 
185 

Gly Glu Lys Thr 



Ala Leu Leu Lys 
220 

lie Leu Ala His 
235 

Val Arg Thr Asp 
250 

Pro Asp Arg Glu 
265 

Ser Leu Leu His 



Glu Ala Pro Trp 
300 

Ser Arg Lys Glu 
315 



Gly Arg Val Leu 
15 

His Ala Leu Lys 
30 

Val Tyr Gly Phe 
45 

Asp Ala Val lie 



Glu Ala Tyr Gly 
80 

Phe Pro Arg Gin 
95 

Leu Ala Arg Leu 
110 

Ser Leu Ala Lys 
125 

Thr Ala Asp Lys 



Leu His Pro Glu 
160 

Tyr Gly Leu Arg 
175 

Asp Glu Ser Asp 
190 

Ala Arg Lys Leu 
205 

Asn Leu Asp Arg 



Met Asp Asp Leu 
240 

Leu Pro Leu Glu 
255 

Arg Leu Arg Ala 
270 

Glu Phe Gly Leu 
285 

Pro Pro Pro Glu 



Pro Met Trp Ala 
320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala He Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys Asp He His 
625 630 635 640 



Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asp Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly 



<210> 15 
<211> 833 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 15 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 
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Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 



Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 
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Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asp Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu 



<210> 


16 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


16 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly His Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 



Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210 > 


17 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


17 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 



Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 



Glu His His His His His His 
835 
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<210> 18 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 18 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu -Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 

825 830 





820 


Glu His His His His His His 
835 


<210> 


19 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 
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Met Asn Ser Gly 
1 

Leu Val Asp Gly 
20 

Gly Leu Thr Thr 
35 

Ala Lys Ser Leu 
50 

Val Val Phe Asp 
65 

Gly Tyr Lys Ala 



Leu Ala Leu lie 
100 

Glu Val Pro Gly 
115 

Lys Ala Glu Lys 
130 

Asp Leu Tyr Gin 
145 

Gly Tyr Leu lie 



Pro Asp Gin Trp 
180 

Asn Leu Pro Gly 
195 

Leu Glu Glu Trp 
210 

Leu Lys Pro Ala 
225 

Lys Leu Ser Trp 



Val Asp Phe Ala 
260 

Phe Leu Glu Arg 
275 

Leu Glu Ser Pro 
290 

Gly Ala Phe Val 
305 



Met Leu Pro Leu 
5 

His His Leu Ala 



Ser Arg Gly Glu 
40 

Leu Lys Ala Leu 
55 

Ala Lys Ala Pro 
70 

Gly Arg Ala Pro 
85 

Lys Glu Leu Val 



Tyr Glu Ala Asp 
120 

Glu Gly Tyr Glu 
135 

Leu Leu Ser Asp 
150 

Thr Pro Ala Trp 
165 

Ala Asp Tyr Arg 



Val Lys Gly He 
200 

Gly Ser Leu Glu 
215 

He Arg Glu Lys 
230 

Asp Leu Ala Lys 
245 

Lys Arg Arg Glu 



Leu Glu Phe Gly 
280 

Lys Ala Leu Glu 
295 

Gly Phe Val Leu 
310 



Phe Glu Pro Lys 
10 

Tyr Arg Thr Phe 
25 

Pro Val Gin Ala 



Lys Glu Asp Gly 
60 

Ser Phe Arg His 
75 

Thr Pro Glu Asp 
90 

Asp Leu Leu Gly 
105 

Asp Val Leu Ala 



Val Arg He Leu 
140 

Arg He His Val 
155 

Leu Trp Glu Lys 
170 

Ala Leu Thr Gly 
185 

Gly Glu Lys Thr 



Ala Leu Leu Lys 
220 

lie Leu Ala His 
235 

Val Arg Thr Asp 
250 

Pro Asp Arg Glu 
265 

Ser Leu Leu His 



Glu Ala Pro Trp 
300 

Ser Arg Lys Glu 
315 



Gly Arg Val Leu 
15 

His Ala Leu Lys 
30 

Val Tyr Gly Phe 
45 

Asp Ala Val He 



Glu Ala Tyr Gly 
80 

Phe Pro Arg Gin 
95 

Leu Ala Arg Leu 
110 

Ser Leu Ala Lys 
125 

Thr Ala Asp Lys 



Leu His Pro Glu 
160 

Tyr Gly Leu Arg 
175 

Asp Glu Ser Asp 
190 

Ala Arg Lys Leu 
205 

Asn Leu Asp Arg 



Met Asp Asp Leu 
240 

Leu Pro Leu Glu 
255 

Arg Leu Arg Ala 
270 

Glu Phe Gly Leu 
285 

Pro Pro Pro Glu 



Pro Met Trp Ala 
320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg 
660 

Gly Met Ser Ala 
675 

Glu Ala Gin Ala 
690 

Arg Ala Trp lie 
705 

Val Glu Thr Leu 



Arg Val Lys Ser 
740 

Pro Val Gin Gly 
755 

Leu Phe Pro Arg 
770 

His Asn Glu Leu 
785 

Ala Arg Leu Ala 



Pro Leu Glu Val 
820 

Glu His His His 
835 

<210> 20 

<211> 839 

<212> PRT 

<213> Artificial Sequence 



<220> 
<223> Synthetic 
<400> 20 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1- 5 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 



Arg Ala 

His Arg 

Phe He 

Glu Lys 
710 

Phe Gly 
725 

Val Arg 

Thr Ala 

Leu Glu 

Val Leu 
790 

Lys Glu 
805 

Glu Val 
His His 



Ala Lys 



Leu Ser 
680 

Glu Arg 
695 

Thr Leu 

Arg Arg 

Glu Ala 

Ala Asp 
760 

Glu Met 
775 

Glu Ala 
Val Met 
Gly He 
His 



Thr He 
665 

Gin Glu 

Tyr Phe 

Glu Glu 

Arg Tyr 
730 

Ala Glu 
745 

Leu Met 

Gly Ala 

Pro Lys 

Glu Gly 
810 

Gly Glu 
825 



Asn Phe 

Leu Ala 

Gin Ser 
700 

Gly Arg 
715 

Val Pro 

Arg Met 

Lys Leu 

Arg Met 
780 

Glu Arg 
795 

Val Tyr 
Asp Trp 



Gly Val 
670 

He Pro 
685 

Phe Pro 



Arg Arg 



Asp Leu 



Ala Phe 
750 

Ala Met 
765 

Leu Leu 



Ala Glu 



Pro Leu 



Leu Ser 
830 



Leu Tyr 



Tyr Glu 



Lys Val 



Gly Tyr 
720 

Glu Ala 
735 

Asn Met 

Val Lys 

Gin Val 

Ala Val 
800 

Ala Val 
815 

Ala Lys 
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Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 
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Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 



Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 
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Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


21 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


21 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 
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Lys Ala Glu 
130 

Asp Leu Tyr 
145 

Gly Tyr Leu 
Pro Asp Gin 



Asn Leu Pro 
195 

Leu Glu Glu 
210 

Leu Lys Pro 
225 



Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
135 140 

Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
150 155 160 

lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
200 205 

Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
215 220 

Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
230 235 240 



Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 



Val Pro Gly 
370 

Asn Thr Thr 
385 



Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
375 380 

Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
390 395 400 



Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Val 
450 455 460 
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Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 
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Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


22 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


22 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 
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Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala - Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 



lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 
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Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 



Glu His His His His His His 
835 
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<210> 23 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 23 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


24 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 



65 



<400> 24 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205. 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 



Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala 
660 

Gly Met Ser Ala His Arg 
675 

Glu Ala Gin Ala Phe lie 
690 

Arg Ala Trp lie Glu Lys 
705 710 

Val Glu Thr Leu Phe Gly 
725 

Arg Val Lys Ser Val Arg 
740 

Pro Val Gin Gly Thr Ala 
755 

Leu Phe Pro Arg Leu Glu 
770 

His Asn Glu Leu Val Leu 
785 790 

Ala Arg Leu Ala Lys Glu 
805 

Pro Leu Glu Val Glu Val 
820 

Glu His His His His His 
835 

<210> 25 

<211> 839 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 25 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1 5 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 



Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
665 670 

Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
680 685 

Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
695 700 

Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
715 720 

Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
730 735 

Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
745 750 

Ala Asp Leu Met Lys Leu Ala Met Val Lys 
760 765 

Glu Met Gly Ala Arg Met Leu Leu Gin Val 
775 780 

Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
795 800 

Val Met Glu Gly Val Tyr Pro Leu Ala Val 
810 815 

Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
825 830 



His 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 
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Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 



Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 
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Arg Val 


Lys 


Ser 
740 


Val 


Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
745 750 


Met 


Pro Val 


Gin 

Tec 


Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
760 765 


Lys 


Leu Phe 

/ / U 


Pro 


Arg 


Leu 


Glu Glu Met Gly Ala Arg Met Leu Leu Gin 
775 780 


Val 


His Asn 
too 


Glu 


Leu 


Val 


Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala 
790 795 


Val 
800 


Ala Arg 


Leu 


Ala 


Lys 
805 


Glu Val Met Glu Gly Val Tyr Pro Leu Ala 
810 815 


Val 


Pro Leu 


Glu 


Val 
820 


Glu 


Val Gly He Gly Glu Asp Trp Leu Ser Ala 
825 830 


Lys 


Glu His 


His 
835 


His 


His 


His His 




<210> 26 










<211> \ 


339 










<212> PRT 










<213> Artificial Sequence 




<220> 












<223> Synthetic 






<400> 26 










Met Asn 
1 


Ser 


Gly 


Met 
5 


Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
10 15 


Leu 


Leu Val 


Asp 


Gly 
20 


His 


His Leu Ala Tyr Arg Thr Phe His Ala Leu 
25 30 


Lys 


Gly Leu 


Thr 
35 


Thr 


Ser 


Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
40 45 


Phe 


Ala Lys 
50 


Ser 


Leu 


Leu 


Lys Ala Leu Lys Glu Asp Gly Asp Ala Val 
55 60 


He 


Val Val 
65 


Phe 


Asp 


Ala 


Lys Ala Pro Ser Phe Arg His Glu Ala Tyr 
70 75 


Gly 
80 


Gly Tyr 


Lys 


Ala 


Gly 
85 


Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
90 95 


Gin 


Leu Ala 


Leu 


He 
100 


Lys 


Glu Leu Val Asp Leu Leu Gly Leu Ala Arg 
105 110 


Leu 


Glu Val 


Pro 
115 


Gly 


Tyr 


Glu Ala Asp Asp Val Leu Ala Ser Leu Ala 
120 125 


Lys 


Lys Ala 
130 


Glu 


Lys 


Glu 


Gly Tyr Glu Val Arg He Leu Thr Ala Asp 
135 140 


Lys 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 



Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala He Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


27 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


27 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 



Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr' Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 28 
<211> 839 
<212> PRT 



- 76 - 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 28 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225- 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 
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Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 



Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 
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Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 29 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 29 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 
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Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 



Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 
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Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala He Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 



Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 
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Arg Ala Trp lie Glu Lys 
705 710 

Val Glu Thr Leu Phe Gly 
725 

Arg Val Lys Ser Val Arg 
740 

Pro Val Gin Gly Thr Ala 
755 

Leu Phe Pro Arg Leu Glu 
770 

His Asn Glu Leu Val Leu 
785 790 

Ala Arg Leu Ala Lys Glu 
805 

Pro Leu Glu Val Glu Val 
820 

Glu His His His His His 
835 

<210> 30 

<211> 839 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 
<400> 30 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 



Thr Leu Glu Glu Gly 
715 

Arg Arg Arg Tyr Val 
730 

Glu Ala Ala Glu Arg 
745 

Ala Asp Leu Met Lys 
760 

Glu Met Gly Ala Arg 
775 

Glu Ala Pro Lys Glu 
795 

Val Met Glu Gly Val 
810 

Gly lie Gly Glu Asp 
825 

His 



Arg Arg Arg Gly Tyr 
720 

Pro Asp' Leu Glu Ala 
735 

Met Ala Phe Asn Met 
750 

Leu Ala Met Val Lys 
765 

Met Leu Leu Gin Val 
780 

Arg Ala Glu Ala Val 
800 

Tyr Pro Leu Ala Val 
815 

Trp Leu Ser Ala Lys 
830 
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Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 

Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 
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Gly Val Arg Leu Asp 
450 

Ala Glu Glu He Ala 
465 

His Pro Phe Asn Leu 
485 

Asp Glu Leu Gly Leu 
500 

Arg Ser Thr Ser Ala 
515 

He Val Glu Lys He 
530 

Thr Tyr He Asp Pro 
545 

Leu His Thr Arg Phe 
565 

Ser Ser Asp Pro Asn 
580 

Gin Arg lie Arg Arg 
595 

Ala Leu Asp Tyr Ser 
610 

Gly Asp Glu Asn Leu 
625 

Thr Glu Thr Ala Ser 
645 

Pro Leu Met Arg Arg 
660 

Gly Met Ser Ala His 
675 

Glu Ala Gin Ala Phe 
690 

Arg Ala Trp He Glu 
705 

Val Glu Thr Leu Phe 
725 

Arg Val Lys Ser Val 
740 

Pro Val Gin Gly Thr 
755 

Leu Phe Pro Arg Leu 
770 



Val Ala Tyr Leu Arg Ala 
455 

Arg Leu Glu Ala Glu Val 
470 475 

Asn Ser Arg Asp Gin Leu 
490 

Pro Ala He Gly Lys Thr 
505 

Ala Val Leu Glu Ala Leu 
520 

Leu Gin Tyr Arg Glu Leu 
535 

Leu Pro Ser Leu Val His 
550 555 

Asn Gin Thr Ala Thr Ala 
570 

Leu Gin Asn He Pro Val 
585 

Ala Phe He Ala Glu Glu 
600 

Gin He Glu Leu Arg Val 
615 

He Arg Val Phe Gin Glu 
630 635 

Trp Met Phe Gly Val Pro 
650 

Ala Ala Lys Thr He Asn 
665 

Arg Leu Ser Gin Glu Leu 
680 

He Glu Arg Tyr Phe Gin 
695 

Lys Thr Leu Glu Glu Gly 
710 715 

Gly Arg Arg Arg Tyr Val 
730 

Arg Glu Ala Ala Glu Arg 
745 

Ala Ala Asp Leu Met Lys 
760 

Glu Glu Met Gly Ala Arg 
775 



Leu Ser Leu Glu Val 
460 

Phe Arg Leu Ala Gly 
480 

Glu Arg Val Leu Phe 
495 

Glu Lys Thr Gly Lys 
510 

Arg Glu Ala His Pro 
525 

Thr Lys Leu Lys Ser 
540 

Pro Arg Thr Gly Arg 
560 

Thr Gly Arg Leu Ser 
575 

Arg Thr Pro Leu Gly 
590 

Gly Trp Leu Leu Val 
605 

Leu Ala His Leu Ser 
620 

Gly Arg Asp He His 
640 

Arg Glu Ala Val Asp 
655 

Phe Gly Val Leu Tyr 
670 

Ala lie Pro Tyr Glu 
685 

Ser Phe Pro Lys Val 
700 

Arg Arg Arg Gly Tyr 
720 

Pro Asp Leu Glu Ala 
735 

Met Ala Phe Asn Met 
750 

Leu Ala Met Val Lys 
765 

Met Leu Leu Gin Val 
780 
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His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 31 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 31 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 
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Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala He Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 
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lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 ' 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 



Glu His His His His His His 
835 



- 87 - 



< Z X v > 


32 
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Synthetic 
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32 






















Met Asn 

-L 


Ser 


Gly Met 
5 


Leu Pro 


Leu 


Phe 


Glu 
10 


Pro Lys 


Gly Arg 


Val 
15 


Leu 


Leu Val 


Asp 


Gly His 
20 


His Leu 


Ala 


Tyr Arg 
25 


Thr Phe 


His 


Ala 
30 


Leu 


Lys 


Gly Leu 


Thr 
35 


Thr Ser 


Arg Gly Glu 
40 


Pro 


Val 


Gin Ala 


Val 
45 


Tyr 


Gly 


Phe 


Ala Lys 
f- f\ 
50 


Ser 


Leu Leu 


Lys Ala 
55 


Leu 


Lys 


Glu Asp Gly 
60 


Asp Ala 


Val 


He 


Val Val 

bo 


Phe 


Asp Ala 


Lys Ala 
70 


Pro 


Ser 


Phe 


Arg His 
75 


Glu 


Ala 


Tyr 


Gly 
80 


Gly Tyr 


Lys 


Ala Gly 
85 


Arg Ala 


Pro 


Thr 


Pro 
90 


Glu Asp 


Phe 


Pro 


Arg 
95 


Gin 


Leu Ala 


Leu 


lie Lys 
100 


Glu Leu 


Val 


Asp 
105 


Leu 


Leu Gly 


Leu 


Ala 
110 


Arg 


Leu 


Glu Val 


Pro 
115 


Gly Tyr 


Glu Ala 


Asp 
120 


Asp 


Val 


Leu Ala 


Ser 
125 


Leu 


Ala 


Lys 


Lys Ala 


Glu 


Lys Glu 


Gly Tyr Glu Val 
135 


Arg 


He Leu 
140 


Thr 


Ala 


Asp 


Lys 


Asp Leu 


Tyr 


Gin Leu 


Leu Ser 
150 


Asp Arg 


He 


His Val 
155 


Leu 


His 


Pro 


Glu 
160 


Gly Tyr 


Leu 


He Thr 
165 


Pro Ala 


Trp 


Leu Trp 
170 


Glu Lys 


Tyr Gly 


Leu Arg 
175 


Pro Asp 


Gin 


Trp Ala 
180 


Asp Tyr Arg Ala Leu Thr Gly 
185 


Asp 


Glu 
190 


Ser Asp 


Asn Leu 


Pro 
195 


Gly Val 


Lys Gly 


He 
200 


Gly Glu 


Lys Thr 


Ala Arg 
205 


Lys 


Leu 


Leu Glu 
210 


Glu 


Trp Gly 


Ser Leu 
215 


Glu 


Ala 


Leu 


Leu Lys 
220 


Asn 


Leu 


Asp 


Arg 


Leu Lys 
225 


Pro 


Ala He 


Arg Glu 
230 


Lys 


He 


Leu 


Ala His 
235 


Met 


Asp 


Asp 


Leu 
240 


Lys Leu 


Ser 


Trp Asp 
245 


Leu Ala 


Lys 


Val 


Arg Thr Asp 
250 


Leu 


Pro 


Leu 
255 


Glu 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 

825 830 





820 


Glu His His His His His His 
835 


<210> 


33 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 
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<400> 33 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 

825 830 





820 


Glu His His His His His His 
835 


<210> 


34 


<211> 


842 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


34 


Met Asn Ser Glu Ala Met Leu 
1 5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 
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Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Asp Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 



Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 
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Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp He Ala Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 
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Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 

<210> 35 

<211> 842 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 35 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 
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Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 



Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 
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Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Ala Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 
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Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 

840 





ft ^ 

O J ~J 


<210> 


36 


<2 11 > 


O *± 4U 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


36 


Met Asn Ser Glu Ala Met Leu 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 
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Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 
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Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 



Ser Ala Lys Gly His His His His His His 
835 840 
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<210> 


37 


<211> 


842 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


37 



Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 
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Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 
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Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 - 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 



<210> 


38 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 38 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 



Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 39 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 39 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 



- 108 - 



Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie Ala 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 
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Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


40 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


40 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 



Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Ala Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 



Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


4 1 

1 J- 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


41 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala He Lys Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 



Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 42 
<211> 839 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 42 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 
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Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 
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Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


43 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


43 



Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 
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Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Glu Thr Glu Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 



Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 
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Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 



Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 
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Arg Ala 
705 


Trp 


He 


Glu 


Lys 
710 


Thr Leu Glu Glu Gly Arg Arg 
715 


Arg Gly Tyr 
720 


Val Glu 


Thr 


Leu 


Phe 
725 


Gly 


Arg Arg Arg Tyr Val Pro Asp 
730 


Leu 


Glu 
735 


Ala 


Arg Val 


Lys 


Ser 
740 


Val 


Arg 


Glu Ala Ala Glu Arg Met Ala 
745 


Phe 
750 


Asn 


Met 


Pro Val 


Gin 
755 


Gly 


Thr 


Ala 


Ala Asp Leu Met Lys Leu Ala 
760 765 


Met 


Val 


Lys 


Leu Phe 
770 


Pro 


Arg 


Leu 


Glu 


Glu Met Gly Ala Arg Met Leu 
775 780 


Leu 


Gin 


Val 


Ala Asn 
785 


Glu 


Leu 


Val 


Leu 
790 


Glu Ala Pro Lys Glu Arg Ala 
795 


Glu 


Ala 


Val 
800 


Ala Arg 


Leu 


Ala 


Lys 
805 


Glu 


Val Met Glu Gly Val Tyr Pro 
810 


Leu 


Ala 
815 


Val 


Pro Leu 


Glu 


Val 
820 


Glu 


Val 


Gly He Gly Glu Asp Trp Leu 
825 


Ser 
830 


Ala 


Lys 


Glu His 


His 
835 


His 


His 


His 


His 








<210> 44 
















<211> 839 
















<212> PRT 
















<213> Artificial Sequence 








<220> 


















<223> Synthetic 












<400> 44 
















Met Asn 
1 


Ser 


Gly 


Met 
5 


Leu 


Pro Leu Phe Glu Pro Lys Gly Arg Val 
10 15 


Leu 


Leu Val 


Asp 


Gly 
20 


His 


His 


Leu Ala Tyr Arg Thr Phe His 
25 


Ala 
30 


Leu 


Lys 


Gly Leu 


Thr 
35 


Thr 


Ser 


Arg 


Gly Glu Pro Val Gin Ala Val 
40 45 


Tyr 


Gly 


Phe 


Ala Lys 
50 


Ser 


Leu 


Leu 


Lys 


Ala Leu Lys Glu Asp Gly Asp Ala Val 
55 60 


He 


Val Val 
65 


Phe 


Asp 


Ala 


Lys 
70 


Ala Pro Ser Phe Arg His Glu Ala 
75 


Tyr Gly 
80 


Gly Tyr 


Lys 


Ala 


Gly 
85 


Arg 


Ala Pro Thr Pro Glu Asp Phe 
90 


Pro 


Arg 
95 


Gin 


Leu Ala 


Leu 


He 
100 


Lys 


Glu 


Leu Val Asp Leu Leu Gly Phe 
105 


Thr Arg 
110 


Leu 
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Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 



Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 
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Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 
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Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


45 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


45 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 
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Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 - 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 



Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 
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lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 
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<210> 


46 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


46 



Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys lie Asn Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 



Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


47 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 47 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg lie Pro Lys lie Lys Lys Thr His Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 



Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


48 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


48 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 
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Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 
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Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


49 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


49 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 | 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 



Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Leu Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
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<z±±> 
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<212> 
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Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


50 


Met Asn Ser Glu Ala Met Leu 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 12,0 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Arg Gly Val Arg Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 
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Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 , 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 



Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 
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Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 

<210> 51 

<211> 842 

<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 51 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Tyr Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 
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Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 
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His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 



<210> 


52 


<211> 


842 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


52 



Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 
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Lys Gly Leu 
35 

Phe Ala Lys 
50 

Val Phe Val 
65 

Tyr Glu Ala 

Arg Gin Leu 

Arg Leu Glu 
115 

Ala Lys Lys 
130 

Asp Arg Asp 
145 

Pro Glu Gly 
Leu Arg Pro 



Ser Asp Asn 
195 



Thr Thr Ser Arg Gly Glu Pro 
40 

Ser Leu Leu Lys Ala Leu Lys 
55 

Val Phe Asp Ala Lys Ala Pro 
70 

Tyr Lys Ala Gly Arg Ala Pro 
85 90 

Ala Leu lie Lys Glu Leu Val 
100 105 

Val Pro Gly Tyr Glu Ala Asp 
120 

Ala Glu Lys Glu Gly Tyr Glu 
135 

Leu Tyr Gin Leu Val Ser Asp 
150 

His Leu lie Thr Pro Glu Trp 
165 170 

Glu Gin Trp Val Asp Phe Arg 
180 185 

Leu Pro Gly Val Lys Gly lie 
200 



Val Gin Ala Val Tyr Gly 
45 

Glu Asp Gly Tyr Lys Ala 
60 

Ser Phe Arg His Glu Ala 
75 80 

Thr Pro Glu Asp Phe Pro 
95 

Asp Leu Leu Gly Phe Thr 
110 

Asp Val Leu Ala Thr Leu 
125 

Val Arg He Leu Thr Ala 
140 

Arg Val Ala Val Leu His 
155 160 

Leu Trp Glu Lys Tyr Gly 
175 

Ala Leu Val Gly Asp Pro 
190 

Arg Glu Lys Thr Ala Leu 
205 



Lys Leu Leu 
210 

Asp Arg Val 
225 



Lys Glu Trp Gly Ser Leu Glu 
215 

Lys Pro Glu Asn Val Arg Glu 
230 



Asn Leu Leu Lys Asn Leu 
220 

Lys He Lys Ala His Leu 
235 240 



Glu Asp Leu 
Pro Leu Glu 



Leu Arg Ala 
275 

Phe Gly Leu 
290 

Pro Pro Glu 
305 



Arg Leu Ser Leu Glu Leu Ser 
245 250 

Val Asp Leu Ala Gin Gly Arg 
260 265 

Phe Leu Glu Arg Leu Glu Phe 
280 

Leu Glu Ala Pro Ala Pro Leu 
295 

Gly Ala Phe Val Gly Phe Val 
310 



Met Trp Ala Glu Leu Lys Ala Leu Ala Ala 

325 330 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu 

340 345 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val 

355 360 



Arg Val Arg Thr Asp Leu 
255 

Glu Pro Asp Arg Glu Gly 
270 

Gly Ser Leu Leu His Glu 
285 

Glu Glu Ala Pro Trp Pro 
300 

Leu Ser Arg Pro Glu Pro 
315 320 

Cys Arg Gly Gly Arg Val 
335 

Lys Asp Leu Lys Glu Val 
350 

Leu Ala Ser Arg Glu Gly 
365 
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Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 



Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 
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Pro Lys Val Arg 
705 

Arg Gly Tyr Val 



Leu Asn Ala Arg 
740 

Phe Asn Met Pro 
755 

Met Val Lys Leu 
770 

Leu Gin Val Ala 
785 

Glu Glu Val Ala 



Leu Ala Val Pro 
820 

Ser Ala Lys Gly 
835 

<210> 53 

<211> 839 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Synthetic 

<400> 53 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1 5 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 



Ala Trp He 
710 

Glu Thr Leu 
725 

Val Lys Ser 



Val Gin Gly 



Phe Pro Arg 
775 

Asn Glu Leu 
790 

Ala Leu Ala 
805 

Leu Glu Val 



His His His 



Glu Lys Thr 



Phe Gly Arg 
730 

Val Arg Glu 
745 

Thr Ala Ala 
760 

Leu Arg Glu 



Leu Leu Glu 



Lys Glu Ala 
810 

Glu Val Gly 
825 

His His His 
840 



Leu Glu Glu 
715 

Arg Arg Tyr 

Ala Ala Glu 

Asp Leu Met 
765 

Met Gly Ala 
780 

Ala Pro Gin 
795 

Met Glu Lys 
Met Gly Glu 



Gly Arg Lys 
720 

Val Pro Asp 
735 

Arg Met Ala 
750 

Lys Leu Ala 



Arg Met Leu 



Ala Arg Ala 
800 

Ala Tyr Pro 
815 

Asp Trp Leu 
830 
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Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 



Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 
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Gly Val Arg Leu Asp 
450 

Ala Glu Glu He Ala 
465 

His Pro Phe Asn Leu 
485 

Asp Glu Leu Arg Leu 
500 

Arg Ser Ser Ser Ala 
515 

He Val Glu Lys He 
530 

Thr Tyr He Asp Pro 
545 

Leu His Thr Arg Phe 
565 

Ser Ser Asp Pro Asn 
580 

Gin Arg He Arg Arg 
595 

Ala Leu Asp Tyr Ser 
610 

Gly Asp Glu Asn Leu 
625 

Thr Glu Thr Ala Ser 
645 

Pro Leu Met Arg Arg 
660 

Gly Met Ser Ala His 
675 

Glu Ala Gin Ala Phe 
690 

Arg Ala Trp He Glu 
705 

Val Glu Thr Leu Phe 
725 

Arg Val Lys Ser Val 
740 

Pro Val Gin Gly Thr 
755 

Leu Phe Pro Arg Leu 
770 



Val Ala Tyr Leu Arg Ala 
455 

Arg Leu Glu Ala Glu Val 
470 475 

Asn Ser Arg Asp Gin Leu 
490 

Pro Lys Leu Lys Lys Thr 
505 

Ala Val Leu Glu Ala Leu 
520 

Leu Gin Tyr Arg Glu Leu 
535 

Leu Pro Asp Leu He His 
550 555 

Asn Gin Thr Ala Thr Ala 
570 

Leu Gin Asn He Pro Val 
585 

Ala Phe He Ala Glu Glu 
600 

Gin He Glu Leu Arg Val 
615 

He Arg Val Phe Gin Glu 
630 635 

Trp Met Phe Gly Val Pro 
650 

Ala Ala Lys Thr lie Asn 
665 

Arg Leu Ser Gin Glu Leu 
680 

He Glu Arg Tyr Phe Gin 
695 

Lys Thr Leu Glu Glu Gly 
710 715 

Gly Arg Arg Arg Tyr Val 
730 

Arg Glu Ala Ala Glu Arg 
745 

Ala Ala Asp Leu Met Lys 
760 

Glu Glu Met Gly Ala Arg 
775 



Leu Ser Leu Glu Val 
460 

Phe Arg Leu Ala Gly 
4 80 

Glu Arg Val Leu Phe 
495 

Lys Lys Thr Gly Lys 
510 

Arg Glu Ala His Pro 
525 

Thr Lys Leu Lys Ser 
540 

Pro Arg Thr Gly Arg 
560 

Thr Gly Arg Leu Ser 
575 

Arg Thr Pro Leu Gly 
590 

Gly Trp Leu Leu Val 
605 

Leu Ala His Leu Ser 
620 

Gly Arg Asp He His 
640 

Arg Glu Ala Val Asp 
655 

Phe Gly Val Leu Tyr 
670 

Ala He Pro Tyr Glu 
685 

Ser Phe Pro Lys Val 
700 

Arg Arg Arg Gly Tyr 
720 

Pro Asp Leu Glu Ala 
735 

Met Ala Phe Asn Met 
750 

Leu Ala Met Val Lys 
765 

Met Leu Leu Gin Val 
780 
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Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 54 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 54 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Glu Thr Glu Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 
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Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 
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lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 
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</. 1U > 


DO 


<2 11> 


839 


<-Siii > 


irKl 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


55 



Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1 5 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Asn Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


56 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 56 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Gin Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu : Ser Ala Lys 
820 825 830 

Glu His His His His His His 





835 


<210> 


57 


<211> 


839 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


57 


Met Asn Ser Gly Met Leu Pro 


1 


5 



10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly Met Gly Glu Lys Thr Gly Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 



Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 
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Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 
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Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 . 825 830 

Glu His His His His His His 
835 

<210> 58 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 58 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
1 5 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 no 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 
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Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 ' 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Asn Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 



Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 
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His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala. His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 
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Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 59 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 59 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Pro Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 
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Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

He Val Glu Lys He Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 



Thr Tyr He Asp Pro Leu Pro Asp Leu He His Pro Arg Thr Gly Arg 
545 550 555 560 
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Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val" Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg He Arg Arg Ala Phe He Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 



835 



<210> 



60 



<211> 



839 



<212> 



PRT 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 60 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 
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L 



Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Lys Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Ser Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 



Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 
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Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Ala Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly He Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 



<210> 


61 


<211> 


839 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


61 



Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 
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Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu 
355 360 365 
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Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn 
405 410 415 

Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His 
420 425 430 

Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu 
450 455 460 

Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn 
530 535 540 

Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His 
625 630 635 640 

Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 
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Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val 
785 790 795 800 

Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Gly His His His His His His 
835 

<210> 62 

<211> 842 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 62 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 
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i 



Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Leu Gly Leu Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu 
405 410 415 

Phe Ala Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp 
420 425 430 

Leu Tyr Arg Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met 
435 440 445 
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Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser 
450 455 460 

Leu Glu Val Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Gly Leu Pro Ala lie Lys Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Ser Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp 
595 600 605 

Leu Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg 
625 630 635 640 

Asp lie His Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 

Pro Tyr Glu Glu Ala Gin Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Arg 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Glu Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 



Met Val Lys Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu 
770 775 780 
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Leu Gin Val Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala 
785 790 795 800 

Glu Ala Val Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Glu His His His His His His 
835 840 

<210> 63 

<211> 835 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 63 

Met Glu Phe Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 
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Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Glu Gly Arg Val 
325 330 335 

His Arg Ala Thr Ser Pro Val Glu Ala Leu Ala Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Phe Leu Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Val Ala Leu Asp Pro Thr Asp Asp Pro Leu Leu Val Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ala Asn Thr His Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Phe Thr Glu Asp Ala Ala Glu Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

Phe Gin Asn Leu Phe Lys Arg Leu Ser Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

Gin Glu Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Arg Gly Val Arg Leu Asp Val Pro Leu Leu Glu Ala Leu Ser Phe Glu 
450 455 460 

Leu Glu Lys Glu Met Glu Arg Leu Glu Gly Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Gly Leu Thr Pro Val Gly Arg Thr Gin Lys Thr Gly 
500 505 510 



Lys Arg Ser Thr Ala Gin Gly Ala Leu Glu Ala Leu Arg Gly Ala His 
515 520 525 
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Pro lie Val Glu Leu lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys 
530 535 540 

Ser Thr Tyr Leu Asp Pro Leu Pro Arg Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Lys Ala Phe Val Ala Glu Glu Gly Trp Leu Leu 
595 600 605 

Leu Ala Ala Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu Lys Arg Val Phe Arg Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Glu Thr Ala Ala Trp Met Phe Gly Leu Asp Pro Ala Leu Val 
645 650 655 

Asp Pro Lys Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Gly lie Asp Tyr 
675 680 685 

Lys Glu Ala Glu Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Arg Thr Leu Glu Glu Gly Arg Thr Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala 
725 730 735 

Ser Arg Val Arg Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys lie Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Lys Pro Leu Gly Ala His Leu Leu Leu Gin 
770 775 780 

Val His Asn Glu Leu Val Leu Glu Val Pro Glu Asp Arg Ala Glu Glu 
785 790 795 800 

Ala Lys Ala Leu Val Lys Glu Val Met Glu Asn Ala Tyr Pro Leu Asp 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Val Gly Arg Asp Trp Leu Glu Ala 
820 825 830 

Lys Gin Asp 
835 
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<210> 64 
<211> 832 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 64 

Met Glu Phe Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 

Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 
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Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 

Leu Asn Ala Leu Ala Ala Ala Trp Glu Gly Arg Val Tyr Arg Ala Glu 
325 330 335 

Asp Pro Leu Glu Ala Leu Arg Gly Leu Gly Glu Val Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly lie Ala Leu Ala 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Ala Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Leu Leu Ser Glu Arg Leu Tyr Ala Ala Leu 
405 410 415 

Leu Lys Arg Leu Lys Gly Glu Glu Arg Leu Leu Trp Leu Tyr Glu Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Lys Ala Leu Ser Leu Glu Val Glu 
450 455 460 

Ala Glu lie Arg Arg Phe Glu Glu Glu Val His Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val lie Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Val Asp Arg lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys Gly Thr 
530 535 540 

Tyr lie Asp Pro Leu Pro Ala Leu Val His Pro Lys Thr Asn Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 



Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 
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Arg lie Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Arg Leu Val Val 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Gin Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Ser 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gly Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Tyr Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Ala Glu Gly Arg Glu Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala Ser Arg 
725 730 735 

Val Lys Ser lie Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Gin Glu Leu Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 

Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Gin Ala Glu Glu Val Ala 
785 790 795 800 

Gin Glu Ala Lys Arg Thr Met Glu Glu Val Trp Pro Leu Lys Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Ala 
820 825 830 

<210> 65 
<211> 842 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 65 

Met Asn Ser Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
1 5 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 
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Met Trp Ala 



His Arg Ala 



Arg Gly Leu 
355 

Leu Asp Leu 
370 

Asp Pro Ser 
385 

Glu Trp Thr 



His Arg Asn 



Leu Tyr His 
435 

Glu Ala Thr 
450 

Leu Glu Leu 
465 

Leu Ala Gly 



Val Leu Phe 



Thr Gly Lys 
515 

Ala His Pro 
530 

Leu Lys Asn 
545 

Thr Gly Arg 



Arg Leu Ser 



Pro Leu Gly 
595 

Ala Leu Val 
610 

His Leu Ser 
625 

Asp lie His 



Glu Leu 
325 

Ala Asp 
340 

Leu Ala 

Val Pro 

Asn Thr 

Glu Asp 
405 

Leu Leu 
420 

Glu Val 

Gly Val 

Ala Glu 

His Pro 
485 

Asp Glu 
500 

Arg Ser 

He Val 

Thr Tyr 

Leu His 
565 

Ser Ser 
580 

Gin Arg 
Ala Leu 
Gly Asp 



Thr Gin 
645 



Leu Ala Leu 
Pro Leu Ala 



Lys Asp Leu 
360 

Gly Asp Asp 
375 

Thr Pro Glu 
390 

Ala Ala His 



Lys Arg Leu 

Glu Lys Pro 
440 

Arg Arg Asp 
455 

Glu He Arg 
470 

Phe Asn Leu 

Leu Arg Leu 

Thr Ser Ala 
520 

Glu Lys He 
535 

Val Asp Pro 
550 

Thr Arg Phe 
Asp Pro Asn 



He Arg Arg 
600 

Asp Tyr Ser 
615 

Glu Asn Leu 
630 

Thr Ala Ser 



Ala Ala Ala 
330 

Gly Leu Lys 
345 

Ala Val Leu 



Pro Met Leu 

Gly Val Ala 
395 

Arg Ala Leu 
410 

Glu Gly Glu 
425 

Leu Ser Arg 

Val Ala Tyr 

Arg Leu Glu 
475 

Asn Ser Arg 
490 

Pro Ala Leu 
505 

Ala Val Leu 

Leu Gin His 

Leu Pro Ser 
555 

Asn Gin Thr 
570 

Leu Gin Asn 
585 

Ala Phe Val 
Gin He Glu 



He Arg Val 
635 

Trp Met Phe 
650 



Ser Gly 

Asp Leu 

Ala Ser 
365 

Leu Ala 
380 

Arg Arg 

Leu Ser 

Glu Lys 

Val Leu 
445 

Leu Gin 
460 

Glu Glu 

Asp Gin 

Lys Lys 

Glu Ala 
525 

Arg Glu 
540 

Leu Val 

Ala Thr 

He Pro 

Ala Glu 
605 

Leu Arg 
620 

Phe Gin 
Gly Val 



Gly Arg Val 
335 

Lys Glu Val 
350 

Arg Glu Gly 



Tyr Leu Leu 



Tyr Gly Gly 
400 

Glu Arg Leu 
415 

Leu Leu Trp 
430 

Ala His Met 



Ala Leu Ser 



Val Phe Arg 
480 

Leu Glu Arg 
495 

Thr Lys Lys 
510 

Leu Arg Glu 



Leu Thr Lys 



His Pro Arg 
560 

Ala Thr Gly 
575 

Val Arg Thr 
590 

Ala Gly Trp 



Val Leu Ala 



Glu Gly Lys 
640 

Pro Pro Glu 
655 
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Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 



<210> 


66 


<211> 


838 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


66 


Met Asn Ser Leu Pro Leu Phe 


1 


5 



10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 
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Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 

Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 

Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 



Ala Phe Val Gly 
305 

Leu Asn Ala Leu 



Asp Pro 
Ala Lys 



Pro Gly 
370 

Thr Thr 
385 



Leu Ala 
340 

Asp Leu 
355 

Asp Asp 
Pro Glu 



Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
310 315 320 

Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Ala 
325 330 335 

Gly Leu Lys Asp Leu Lys Glu Val Arg Gly Leu Leu 
345 350 

Ala Val Leu Ala Ser Arg Glu Gly Leu Asp Leu Val 
360 365 

Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
375 380 

Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
390 395 400 
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Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg Asn Leu 
405 410 415 

Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr His Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Leu Ala 
450 455 460 

Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 

Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys Asn Thr 
530 535 540 

Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu Val Ala 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly Tyr Val 
705 710 715 720 



Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg 
725 730 735 
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Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala 
770 775 780 

Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu Val Ala 
785 790 795 800 

Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala Lys Gly 
820 825 830 

His His His His His His 
835 



<210> 


67 


<211> 


842 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


67 


Met Asn Ser Thr Pro Leu Phe 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 
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Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Gly Gly Arg Val 
325 330 335 

His Arg Ala Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Leu Gly Leu Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu 
405 410 415 

Phe Ala Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp 
420 425 430 

Leu Tyr Arg Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser 
450 455 460 

Leu Glu Val Ala Glu Glu He Ala Arg Leu Glu Ala Glu Val Phe Arg 
465 470 475 480 
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Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Gly Leu Pro Ala lie Lys Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Ser Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg. Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp 
595 600 605 

Leu Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg 
625 630 635 640 

Asp lie His Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Glu Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val Ala Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala 
785 790 795 800 

Glu Ala Val Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro 
805 810 815 
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Leu Ala Val Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Glu His His His His His His 
835 840 

<210> 68 

<211> 838 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 68 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 
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Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 

Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 

Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val His Arg Ala Pro 
325 330 335 

Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu Pro 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn Leu 
405 410 415 

Leu Lys Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg Glu 
420 425 430 

Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val Ala 
450 455 460 

Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Lys Lys Thr Gin Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser Thr 
530 535 540 



Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg Leu 
545 550 555 560 
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His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val Ala 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His Thr 
625 630 635 640 

Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp Pro 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala Arg 
725 730 735 

Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val Ala 
770 775 780 

Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val Ala 
785 790 795 800 

Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Glu 
820 825 830 



His His His His His His 
835 
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<210> 69 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 69 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 
- 191 - 


tgctctttga 


cgagcttagg 


1500 



ct tcccgcct 


tggyyaayac 


gcaaaagaca 


ggcaageget 


CCaCCayCyC 


f* ft f* ft ft +™ y^r ^ /^«« 

cgcggtgctg 


ljOV 


gaggccct ac 


gggaggecca 


ccccat eg eg 


gagaagat cc 


uccagcaccg 


ggagc tcacc 


J. o ^ u 


aagct caaga 


acacc t aegt 


ggaccccct c 


ccaagcc t eg 


^ /"^ ^1 « /^f "\ /^>r 

LCCaCCCyay 


gacgggccgc 


icon 


ctccacaccc 


get UCaaCCa 


gacggccacg 


gecaegggga 


ggc u tag tag 


c t ccgacccc 


i *7 a n 




aCaCCCCCyt 


ccgcaccccc 


t~ 4— ft ft ft f+ f* 

t tgggecaga 


ft ft ^ f*fi f* f* ft 

ggat ccgccg 


ft ft f% f* ^* 4" /"i /™t 4* /"f 

ygect t cy tg 


loUU 


gccgaggcgg 


4— 4~ ft ft ft /"^ /™*c 4— 4" 

gt tgggcgt t 


/-v ^ ft ft /"i /*» /"i 4— 

gg tggece tg 


gac ca t agee 


aga t agagc t 


f* f* ft f* ft t" f* 

ccgcgt cc t c 


i or n 

loDU 


gcccacct ct 


ceggggaega 


aaacctgatc 


agggtcttcc 




ggacat ccac 




acccagaccg 


caagctggat 


gt teggegt c 


cccccggagg 


ccgtggaccc 


f* f* 4~ /*t ^ ^ ft f* ft f+ 

cc tgatgege 




cgggcggcca 


agacggtgaa 


ct teggegt c 


c t etaeggea 


tgtccgccca 


t a ggc t c t cc 


0 fi A fi 


caggagc t tg 


ccatccccta 


egaggaggeg 


gtggcc t t ta 


t agageget a 


c t tccaaagc 


zlUU 


t t ccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


^^r^tftft ^ ft ft ^\ 

agggg agg a a 


ft f* ft ft ft ft f* 4" ^ 

geggggctae 




gtgga.aa.ee c 


tct ccggaag 


aaggege tac 


gtgcccgacc 


t caacgcccg 


ft ft i~ ft f\ ^ /^r /^r /*i 

ggtgaagagc 




gtcagggagg 


ccgcggagcg 


catggcett c 


aacatgcccg 


tccagggcac 


cgccgccgac 


z z o U 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 




ctcctccagg 


tccacaacga 


gctcctcctg 


gaggcccccc 


aagegeggge 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gecaagggtc 


accaccacca 


ccaccac 


2517 


<210> 70 














<211> 2526 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 70 
atgaattccg 


aggegatget 


tccgctcttt 


y acit c t ciciciy 


yttyyyttt't 


1 1 tyy tyy ctt 


fi n 

o u 


ggccaccacc 


tggcctaccg 


caccttcttc 


yece tgaagg 


gcctcaccac 


gagcegggge 


ion 


gaaccggtgc 


aggeggtcta 


cggcttcgcc 


aagagee tec 


^ /"« ft ft f* f+ f* 

t caagy ccc t 


/^r ^ ^ ft ft ft ft ^ /**! 

gaagy aggac 


i on 

lOU 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 




tacgaggect 


acaaggeggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


eggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


a gg a gggg ta 


egaggtgege 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 
- 192 - 


accgcgtcgc 


cgtcctccac 


480 



cccgagggcc 


«— 1 j— 1 /—I -"\ 4- /~1 -"\ 

atCCCaCCaC 


cccggagcgg 


c 1 1 1 gggaga 


agcacggccc 


caggc eggag 


c a n 


cagcgggcgg 


aCi cccgcgc 


ccccgcgggg 


gacccctccg 


acaacccccc 


eggggecaag 


bUU 


ggcaccgggg 


ag aagaccgc 


CCLCaayCtC 


cucaaggagt 


ggggaagece 


ggaaaacc cc 


DO U 


CtCaayaaCC 


cyy accggy u 


—j /-1 /~i —j /fa 
aaayCLayaa 


aaCy tccgyy 


dyaayatCaa 


yycccaCCty 


•7 O A 


gaagacccca 


ggc cccccct 


ggagcccccc 


c 999^9^9^- :a 


ccgacccccc 


cccggaggcg 


/ 0 U 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gagggg c 1 1 a 


gggccttcct 


ggagaggctg 


0 /i 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


9t999 cttc 9 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtcca 


ccgggccccc 


1020 


gagccttata 


aagccctcag 


ggacctgaag 


gaggegeggg 


ggcttctcgc 


caaagacctg 


lUoU 


agcgttctgg 


ccc tgaggga 


aggccttggc 


ctcccgcccg 


gcgacgaccc 


catgctcctc 


T T /I A 
114 U 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcccggcg 


etaeggeggg 


"t O A O 


gagtggacgg 


aggaggcggg 


ggagcgggcc 


gccctttccg 


agaggctctt 


cgccaacctg 


IzbU 


tgggggaggc 


1 1 gaggggga 


ggagaggctc 


-1.1.1. _ i_ i_ +- 
ccttggcutt: 


acegggaggt 


ggagaggece 


T "5 1 A 


ctctccgctg 


tcctggccca 


tatggaggcc 


acgggggtgc 


gcctggacgt 


ggcctatctc 


13 80 


agggcct tgt 


ccctggaggt 


ggc cgaggag 


atcgcccgcc 


tegaggcega 


ggtcttccgc 


1 A A A 

144 U 


ctggccggcc 


acccc t t caa 


cc t caact cc 


cgggaccagc 


tggaaagggt 


cc t c t t tgac 


T C A A 


gagct agggc 


cc cccgccac 


cggcaagacg 


gagaagaccg 


gcaagcgctc 


caccagcgcc 


T c C. A 


gccgtcctgg 


aggccctccg 


cgaggcccac 


cccatcgtgg 


agaagatcct 


geagtacegg 


lozU 


gagctcacca 


agctgaagag 


cacctacatt 


gaccccttgc 


cggacctcat 


ccaccccagg 


1680 


acgggccgcc 


tccacacccg 


ct tcaaccag 


acggccacgg 


ccacgggcag 


gctaagtagc 


1740 


tccgatccca 


acctccagaa 


catccccgtc 


cgcaccccgc 


ttgggcagag 


gatccgccgg 


1800 


gccttcatcg 


c cgaggaggg 


gtggctattg 


gtggccctgg 


actatageca 


gatagagctc 


T O ^ A 


agggtgccgg 


cccacc cccc 


cggcgacgag 


aacccgaccc 


ggg u cutcca 


99 a 9999cgg 




gacacccaca 


cggagaccgc 


cagccggacg 


c ucggcgccc 


c c egggagge 


cgcggacccc 


1 Q Q A 


ccgacgcgcc 


gggcggccaa 


gaccac caac 


c c egggg t c c 


cccacggcac 


gccggcccac 


O A A A 
Z U4 U 


cgcc tct ccc 


aggagctagc 


catccct tac 


gaggaggece 


aggect teat 


tgagegctae 


O T A A 


tttcagagct 


tccccaaggt 


9cgggcctgg 


attgagaaga 


ccctggagga 


gggcaggagg 


2160 


cgggggtacg 


tggagaccct 


cttcggccgc 


cgccgctacg 


tgccagacct 


a 9 a 99^ccgg 


2220 


gtgaagagcg 


tgcgggaggc 


ggccgagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


ggctatggtg 


aagctcttcc 


ccaggctgga 


ggaaatgggg 


2340 
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gccaggatgc tccttcaggt ccacaacgag ctggtcctcg aggccccaaa agagagggcg 24 00 
gaggccgtgg cccggctggc caaggaggtc atggaggggg tgtatcccct ggccgtgccc 2460 
ctggaggtgg aggtggggat aggggaggac tggctctccg ccaaggagca ccaccaccac 2520 
caccac 2526 
<210> 71 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 71 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg gaaaagtacg gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 
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ctcgaggggg aggagaagct cctttggctc taccacgagg tggaaaagcc cctctcccgg 1320 

gtcctggccc atatggaggc caccggggta cggcgggacg tggcctacct tcaggccctt 1380 

tccctggagc ttgcggagga gatccgccgc ctcgaggagg aggtcttccg cttggcgggc 144 0 

caccccttca acctcaactc ccgggaccag ctggaaaggg tgctctttga cgagcttagg 1500 

cttcccgcct tggggaagac gcaaaagaca ggcaagcgct ccaccagcgc cgcggtgctg 1560 

gaggccctac gggaggccca ccccatcgtg gagaagatcc tccagcaccg ggagctcacc 1620 

aagctcaaga acacctacgt ggaccccctc ccaagcctcg tccacccgag gacgggccgc 1680 

ctccacaccc gcttcaacca gacggccacg gccacgggga ggcttagtag ctccgacccc 1740 

aacctgcaga acatccccgt ccgcaccccc ttgggccaga ggatccgccg ggccttcatc 1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 192 0 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 72 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 72 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 240 
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gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


I860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 
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ttccccaagg 


tgcgggcctg gatagaaaag 


accctggagg 


a 9999 a 99 aa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


CCQCQQaQCQ 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


t cop c a t~ act t 


aaaac t" ft* t~ c 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tccacaacga 




gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


pat - aaaaaacr 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 


<210> 73 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 73 
atgaattcgg 


ggatgctgcc 


cctctttaaa 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


ct tccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


a ccgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 
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gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 



<210> 74 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 74 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


a ggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


a 99 a 9 a 99 ct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tggggaagac 


gcaaaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 
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yCCCaCCCCU 


c c /t/t c cr 3 c* cr ^ 

ccyg cy acy a 


CT 3 O C C f* iT ^ +- /~t 

yddCCLydtC 


OCtCTCT^ C* 4- 4- /™i 

cgggc c c c c c 


0 nrra cr cr cr ct ccr 

a 99 a 9999 c 9 


yyaCatCCaC 


1 QOf) 


acggagaccg 


ccagc tggat 


gt tcggcgtc 


ccccgggagg 


ccy cyyaccc 


cccgacy cgc 


1 oon 


cgggcggcca 


agaccat caa 


ct tcggggtc 


c t ct acggca 


eg ccgy ccca 


ccgcctctcc 


0 0 a n 

Z U ft u 


caggagc tag 


^1 f* 4*- /"i /-1 4~ ^ f-«* 

CCaCCCCCLa 


cy ayy agy cc 


caygccc cca 


c cy dy cy eta 


4- 4- 4- 0 ci 0 ct f* 

cc c ccdydyc 


*5 1 n n 


ttcccc aagg 


cy cgygcc cy 


y a c cy ayaay 


accccyy ayy 




CtC>CTCtCtCt/T^ 3 /~* 

9 c 99999 tac 


Zluv 


gcggagaccc 


4" fr* 4— /"I /"f /"< f^f 

cccccyyccy 


ccgccyccac 


y cy ccayacc 


Caysyy cccy 


yyuyddyayc 


Z Z Z V 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


t ccagggcac 


cgccgccgac 




ctcatgaagc 


tggctatggt 


gaagctct tc 


cccaggctgg 


aggaaatggg 


ggccaggatg 




ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9tg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


24 60 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 75 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 75 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaayygcc 


gggccccccc 


yy cyyacygc 


0 u 


caccacctgg 


cctaccgcac 


cttccacgcc 


ccgaayyy cc 


ccaccaccay 


cc 999999 a 9 


ion 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggcect caa 


99 a 99 ac 999 


1 Dfl 

lou 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


t ccgccacga 


ggcctacggg 


0 a n 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


t n r\ 


aaggagctgg 


tggacctcct 


ggggctggcg 


cy ccccyayy 


ccccyyycta 


cct 3 cf ct c* crcr a /1 

uydyyc^yaC 




gacgtcctgg 


ccagcctggc 


caagaaggcg 


/r ^1 ^1 5 *3 crct 3 ever 

yaaadyyayy 


yc.ca.cya.yy c 




4 9 0 


accgccgaca 


aagaccttta 


ccagctcctt 


4~ /-1 f~*r*t 3 c*ctf~* 3 
LLCydCLyCa 


cccacycccc 


(** ci C C* ci C CI 3 ("T 

C- c d c c c c y »y 


& fl n 


gggtacctca 


tcaccccggc 


ctggctttgg 


yaaaaytaCy 


y cc cy etyyce 


c*cr 3 c* c* 0 rtf- crct 

cy accdy cyy 


3 *± U 


gccgactacc 


gggccctgac 


cggggacgag 


4"* /"I /"I /™f ^ /"l *T\ fT* /"I 

cccgacaacc 


c ccccyyyy c 


caayyy cacc 


D \J U 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 
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agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tggggaagac 


gcaaaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 
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<210> 76 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 76 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


c 9 a 99 c 99 ac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 
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cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcc tg 


loo u 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagcaccg 


ggagctcacc 


icon 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


icon 
-Lb oU 


ctccacaccc 


get tcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


i *7 a n 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


i Qrtrt 

ItJUU 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1 O C A 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


T Q O A 


acggagaccg 


ccagctggat 


gttcggcgt c 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


T Q Q A 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctct cc 


£ U4 U 


caggagctag 


ccatccct ta 


egaggaggee 


caggccttca 


ttgagegcta 


ctt tcagagc 


o i a a 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999 ca 99 a 9 


gcggggg t ac 




gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


O 1 *1 A 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


22 80 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 




ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9tg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 


<210> 77 














<211> 2526 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 77 
atgaattccg 


aggegatget 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


C A 


ggccaccacc 


tggcctaccg 


caccttcttc 


gecctgaagg 


gcctcaccac 


gage egggge 


1 O A 


gaaccggtgc 


aggeggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


1 O A 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctcct t ccg 


ccacgaggcc 




tacgaggcct 


acaaggeggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc . 


eggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


egaggtgege 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 
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accgcgtcgc 


cgtcctccac 


480 



k 



CCCCtRGCtGCC 

\m? V-* t*. V- # ^# 


acctcat cac 


cccggagtgg 


ctttaaaaaa 


agtaeggect 


caggceggag 


540 




act tccgcgc 


CCtCQtQQQQ 


gacccctccg 


acaacctccc 


eggggt caag 


600 


aacatcaaaa 


agaagacege 


cctcaagctc 


c tcaaggagt 


ggggaagect 


ggaaaacctc 


660 


C t CclclCJcLclCC 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


crA^icra pp t~ ra 


nnnt" Pt" PPt" t" 


orjacrpt" Pt" PP 




CCCIrlCCt* PPP 


cctaaaaata 


780 


nr 1" rrrrrr 

y O.^ 1* y v^, v^. ^ 


cl yyyy , -yyy a 


CTPPPCf APPCTCf 


a arraaapt" t~ a 

M CVM M M \~ Ci 


aaar p 1 1" p p t" 


aaaaaaap t~ a 
yy a y a y MC 


840 


y oy l. ^-y y \— ■ ci 


crppt" pp1~ rra 


prja rrt" t~ pcrcrp 


p t~ p p t" aaa aa 

^> U> V_> V_> L.MM OMM 


PPPPPaPPPP 


rrtaaaaaaa 

v> \^ y y ^y y 


900 


acccrcfaac 

23 ^* V*- ~H *w 


ccccaccaaa 


aaaoaccttc 

^* 73 ^-^ ^ ^- 


ataaacttca 

M, ^-^MM\_L-V,^M 


tcctctcccg 


ccccgagccc 


960 


au y L -yyy , -yy 


a apt" t"aaaar 


prf CICICCCICC. 

W V" 




accacat-CtCci 

7*] ^— ' ^ v 


c eggge age a 


1020 


o^rrrrt" t" an 


raaaartaaa 

Z3 ZD z3 ~J Cidvl 


aaacctraaa 


y a yy LUL, yyy 


acctcctcoc 

■-^ \_h> i_>> v_^> \v v-» 


caaggacct c 


1080 


nrrnt" p t* t* nn 


ppt" pci Acrcicrs 


oocrcf p t" a cta p 


pt - pat" occccs 

\*r U> vM V W ^>M 


aaaa caFi rrr 
y y y "^y d-*-* ^ w 


ratartcctc 


1140 


nppt"3PPt~pp 


t" nn^ p p p t" t" P 

yy i— ^ 






L yy^y ( -yy^y 


p t~ a p acraaaa 
^tauyyyyyy 


1200 


apt ot" rro^ paa 
y «*y L yy a ^yy 


a rjna POP PCIP 

OMM CI V^y V^- wM V-« 


w w ci\_r 3 M ^ ^ 


pt - ppt* pt" paa 


?\ a Pi aac t~ rra 


t" racaacctc 


1260 


cttaaacacc 


L ^y a yyyyy a 


ggagaagct c 


ctt tggct c t 


accacgaggt 


ggaaaagece 


1320 


p t p t pppacrcr 


tcctaaccca 

^ ^-j 


tatacraaacc 


accaaaatac 

\m* \mf ^ N-^ 


yy^yyy au y 


ggee tacc t t 


1380 


caggccct t t 


ccc tggagct 




at ccgccgcc 


t caaaaaaaa 


ggtcttccgc 


1440 


\_- y y y 




PPt"PAP3Pt"PP 


c cs 0 cs Pi c c fid c* 

^» m m y ca v_, cty *w 


t* a a Pi Pi Pi nnnf 


apt pt t taac 


1500 


nanpt" t" ^ anc 
y ciy ^-Ciyy v 


t" t~ cc i ccsc > c > \~ i~ 

w U> V_» vM V— • w V-^ 


aaacraaoa pa 

MM M M CICIM CL v^M 


Vw ciciciciy cl^> ciy 


ap^^crpapt" p 


paccaaracc 

V*' wV^-j V-»- 


1560 


y^yy L -y ( - t yy 


pi ciacc p t" a per 


M M CiM M w V-^ V-^ Cl^> 


ppp^t*pcft" aa 
w v«. V-^ ca. ^ ^*y y y 


aaaaaat PPt 




1620 


aaactcacca 


aactcaaaaa 


cacctacota 


CSclCCCCCtLCC 

t4V W ^ V^f 


caaacctcat 


ccacccgagg 


1680 


w y y >•* 


tccararrra 

V_o w4 w< \h# n.^- ^ 


rttcaarcao 


acaaccacaa 


ccaraaaaaa 

w \A *H S^L 


ccttaatacrc 


1740 


t* cccrapccca 


acctacaoaa 


catccccatc 


ccrcaccccct 


taaoccaaaa 


gatccgccgg 


1800 


appt- fpaf per 


p raa craa acicr 
^"13 y y y y y 


at - aapt" at" t~a 


y Lyy^^v^tyy 


apt at* aorca 


aataaaoctc 


1860 


a rjcrcr t" a p t* aa 

a yyy L y L,i, yy 


rccacctctr 

c^t. i^. 


caaccracaaa 


aacctaatcc 


gggtctt cca 


aaacraaQcaa 

yy c*-yyyy wy y 


1920 


a a PS t PPA P A 


Pdcracra ppap 


panrf eras t~ ci 


t" t* raarat pp 




cataaacccc 


1980 


rtaat acacc. 


oaacaaccaa 

^ ^ 


aaccatcaac 


t t eggggt cc 


t etaeggcat 


gtcggcccac 


2040 


cacctctccc 


aaaaact aoc 


cat ccct tac 


gaggaggCCC 


aggect t cat 


tgagegctae 


2100 


tttcagagct 


tccccaaggt 


gcgggcctgg 


attgagaaga 


ccctggagga 


gggcaggagg 


2160 


egggggtacg 


tggagaccct 


cttcggccgc 


cgccgctacg 


tgccagacct 


a 9 a 99 ccc 99 


2220 


gtgaagagcg 


tgegggagge 


ggccgagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


ggctatggtg 


aagctcttcc 


ccaggctgga 


ggaaatgggg 


2340 
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gccaggatgc 


tccttcaggt 


ccacaacgag 


ctggtcctcg 


aggccccaaa 


agagagggcg 


2400 


gaggccgtgg 


cccggctggc 


caaggaggtc 


atggaggggg 


tgtatcccct 


ggccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


a 9999 a 99&c 


tggctctccg 


ccaaggagca 


ccaccaccac 


2520 


caccac 












2526 


<210> 78 














<211> 2526 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 78 
atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


bO 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcct caccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagc c t c c 


t c aaggc cct 


gaaggaggac 


ion 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 




tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


*5 a A 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


4^0 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


C A A 

o4 0 


cagtgggtgg 


acttccgcgc 


cct cgtgggg 


gacccct ccg 


acaacctccc 


cggggt caag 


A A 

dU 0 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacct c 


c c r\ 
b b 0 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


"1 1 A 
/20 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


*"7 O A 

/oO 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


O A A 

o40 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


Q A A 

yoo 


gccccctggc 


ccccgccgga 


aggggccttc 


gcgggctccg 


^ +— f% /-^ f-^ /~t * 

ccctcccccg 


ccccgagccc 


y b u 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


cgcaggggcg 


gccgcgccca 


ccgggccccc 


±u zu 


gagccttata 


aagccctcag 


ggacctgaag 


gaggcgcggg 


ggcttctcgc 


caaagacctg 


1080 


agcgttctgg 


ccctgaggga 


aggccttggc 


ctcccgcccg 


gcgacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcccggcg 


ctacggcggg 


1200 


gagtggacgg 


aggaggcggg 


ggagcgggcc 


gccctttccg 


agaggctctt 


cgccaacctg 


1260 
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t-99999 a 99 c 


l '-y^yyyyy 6 * 


yyciyciyy l,cc 


r>\- M-nrrrt- t- t- 
LL.LL.yyL.LLL 


dLLyyy dyy l 


y y dy ay yLLL 


1 **90 

X J 4i V 




t* ^ t~ nn c* r* c* z± 
L^L-Lyy LLLa 


i-aLyyayycc 


acgggggcgc 


yLLLyyaLyL 


yyLLLaLLLL 


1 Tftn 

1 jOU 


a 9 9 9 c 1 1 9 1 


ccc l ygayy l 


gy ccy ayyay 


a Lcgcccgcc 


Lcgayy ccga 


yg lc l Lccy c 


1 A A Ci 


c 1 99 ^ 99 ^* ^* 


aCCCCCCCaa 


CCCCaaCCCC 


cgygaccagc 


Lyy aaa.yyy l 


ccLCLLLyac 


1 crnn 


yayCCayygC 


+• « /™l /»*Y ^ ^ 

CCCCCyCCaC 


cgy caagacg 


y ay aay accy 


gcaay cy c lc 


caccaycy cc 


IjyU 


e~*t~%^ f f* +~ f~Y/T 

yccyccctyy 


dyyLLL l. l Ly 




LLLctLL>y tyy 


dy aay cl L L L L 


yody LdLLyy 




ydyCtCaCCa 


dyCL^adyay 




ydccccc t.gc 


/-1 4~ /-» s +~ 

cyyacLLCdL 


/—I /-t *™l /^i /-» /-I « ^ /~T/~T 

CLdLLCLdyy 


1 £ fi n 


acyyyccy CO 


CCCaCoCCty 


■H ^ /"» ^ ^ /"^ 0 i~f 
C LLLaaLCay 


aL.yyLcac.yy 


ccacyyycdy 


yc Lddy Ldy c 


1 n-in 
X / u 


t ccgat ccca 


acccccagaa 


cauccccgcc 


cgcaccccgc 


l egggcagag 


gauccgccgy 


IOUU 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatageca 


gatagagctc 


1 Q C f\ 
1 O D L> 


cgcgtcctcg 


cccacc t c t c 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 




-*\ 4*" /"I ^ -*\ 

yaCaCCCaCa 


CCCayaCCyC 


aay c cgyaug 


l Lcgy cy lcc 


ccccgy ayy c 


cgLgy acccc 


X i7 O U 


c Lga Lgcgcc 


999^99^ caa 


y acgy cgaac 


4— ^ /^r /-i /*^r 4— /^i /^t 

LLCyycgtcc 


LCLdCyyCdL 


gLCcgcccaL 


z u *t u 


dy y c ttLLtt 


dyy dy l utyL. 




gaggaggcgg 


LygL-LLLLdL 


dy dy cy c lcil 


9i on 


CCCCaaayCt 


4— /^i /~i /~i ^ f-*r /~*f 4/~ 

CCCCCaayyt 


9 c 999 cct 99 


a Lay aaaaya 


ccc Lyy ay y a 


9999^99^^9 




cggggc tacg 


tggaaaccct 


c 1 1 c gg aaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


n 0 0 n 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggcc t tea 


acatgcccgt 


ccagggcacc 


o o q n 
zz 0 U 


gcc9cc9a.cc 


cca tgaagc l 


cgccatggtg 


aagc tct tec 


cccgcctccg 


ggagatgggg 


O "3 A A 
Z J ft U 


gcccgcatgc 


tcctccaggt 


ccacaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 



<210> 79 
<211> 2499 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 79 

atgaattegg ggatgetgee cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 
caccacctgg cctaccgcac cttccacgcc ctgaagggee tcaccaccag ceggggggag 12 0 
ccggtgcagg eggtctaegg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 
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rr2 rnpnnf pt a 
y a\—y uy y uya 


t~ pat" crcit" p t~ t~ 

i— >--y y y L~ l> 




PTP'P'P'P'P'f - P'P't" 

yLLttviLV/U 


t - rr'ap papas 


era ppt" a p ptpt a 


240 


nnnt* a p* a arm 

yyy UaLaayy 


nnnnn f ff fft f 

c 999 cc 999 c 


L^o^aLyLLy 


pt a ptpt apH"fp 
y ay yaC CtLL 


p* p* p* ptpt p 1 a a p 1 t~ 
e eey y edde t 


(Ti r* C i~ p*a t" p 
eyeeetedte 


no 

O \J \J 


a a ft ft artpt" ft ft 

ddgy dg c tyy 


4- ft ft a p* p* t~ n n t~ 

tyydLttwLL 


9999 ct 99 c 9 


CyCCCCyayy 


4- f~* r~> r~> ptptpt p 1 f - a 

t eeeyyy e t d 


p pra ptpt p'PTPra p* 
ey dy y ey y at 


fin 


pra p , nt~ p*p" t~ nn 


pnanrrt" nnp 
tLdyuL, tyy u 


d ay d ay yuy 


pra ai a a ptpt a ptpt 
y ddddy y dyy 


ptp 1 ! - a p*pt a ptpt t~ 
y e t dey dy y t 


p , p , pTpa t~ pp t* p 


*± ^ u 
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1UOU 
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i 1 / n 
X JLft U 
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^-1 /~T —J 2 P> 2 P" P" O P" 
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f* f* a /-< fftft ft f 

cccdccyyyc 
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i Rnn 
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1 740 
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l. ^yyytudyd 


PTPra t~ ppptpppt 
yydteeyet.y 


rift f f t~ t~ ppft~ n 
yy tt t L>uy ty 


i Ron 


gecgaggegg 


gttgggcgtt 


ggtggccctg 


gaetatagee 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ceggggaega 


aaacctgatc 


agggtcttcc 


a 99 a 9999 aa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 
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LLCILLU^^ U Ct 


uydyydyycy 


n 4- nnn n t~ fha 

y uyy u-u. uL.ua 


V- ay ay u*y uua 


^ , i~^"^'^ , ^l3^^CI^ , 

U> L. LUUCtCtCiy \* 


2100 


u u u* u u> u, a. ci y y 


t~ c~\ n nnn t~ n 

y yy ^y 


y ct u ciy daddy 


du,uu/ uyy dy y 


a no ona on a a 
ay y y y cty yaa 


n c^nnnnn hap 
y L>yyyyu u ct v^. 


2160 


/—t f- nna a a n n n 

y u y y d d a. u- u, 


u u. u u uy y day 


ct cty yuy^Lctu 


y uyu-u-uydu.^ 


t*paa pptppppj 
u^aau.y^u.u-y 


nnhna ana nn 
y y uy day ayu. 


222 0 


y uu,dyyydyy 


cccic nn anrn 

uyuyyayuy 


ct Lyy^^ u u» 




t~ rraoaora c 
L>ut>ayyy^ciu 


ccic caeca eic 
L.y ^\*y uuyctw 


2280 


pf paf- na a nr 
u ut^auyactyu. 


u uy u ua ^yy u 


y aay u ct* u 




crcroaaa t~ nnn 

yyy^y^^-yyy 


yy^^Ly La uy 


2340 


ctcctccagg 


cccacgacga 


gc cccucc eg 


gaggcccccc 


aagegeggge 


f ft ^ ft ft o ft ft +~ 

cgaggaggug 


£ ft U U 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 




gaggtgggga 


tgggggagga 


ctggctttcc 


gecaagggt 






*5 A Q Q 


<210> 80 














<211> 2499 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 80 
atgaattcgg 


ggatgctgcc 


cctctttgag 


n n n a a nnn n n 

u, u c cl d y y y u. u. 


nnn t* n n t~ n n t~ 

yyyuu-u,uu.u.u 


nnh nna nnnn 


fin 


caccacctgg 


cctaccgcac 


cttccacgcc 


u uy ctcty y y u u, 


f- nanna nnan 
ULdu.Ud^udy 


n n nnnnnn a n - 

cc 99yyyg a y 


X ^ u 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


annnt" ppt" p -1 a 
ay u> u> u u> u. L^d. 


a nn rrrhra a 
ayy^,uu uu-cicl 


nna nna nonn 

yy^yycicyyy 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 




t~ ppnppa nna 
uuuy uuctuy a 


nnn n i~ a nnrm 
yyuu<ua^yyy 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


nanna nf- t~ +■ p 

y ^y y^uu u u u* 


nnn nn n a aph 
uc^yy uadL. l. 


nnn r 1 n t~ pafp 
u.yu^u uuaiu 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


pp;ppt" rpiarrn 

u.yu-u.uu'y dyy 


uLLuyyyLLa 


nna nnnnna n 
uyayyuyyau 


JDU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


na a 3 a nna nn 

y ddddyy dyy 


rtph a r~T~i a nn t~ 


uuyU'duuuuu 


*± £t \J 


accgccgaca 


aagaccttta 


ccagctcctt 


LCCyaCCyCa 


^ n n a nn t~ n n i/ - 

uccacyuccu 


nna nnn nna n 

c c d c c u. o y dy 




gggtacctca 


tcaccccggc 


ctggctttgg 


paaaap;i"apn 
yactday ua^y 


nn n na nnn n 
yuuuy cty ycu 


nna n n a nt" nn 
uy ciu. u cty uyy 


R40 


gccgactacc 


gggccctgac 


eggggacgag 


t~ nnnanaaf' , <'''" 
uuuya^aa^L 


u u^uuyyyy i_ 


n a a rtcsac afp 
^ctciyyyuciu^ 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


Cf ^ cri - fro no era 
ydy uyyyyyd 


y L- y y ci ciy v-* 


v-> *w L- Vw- uvu cty 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


rranaa na hpp 
y ay day a u u* u 


t - nnr^ooa pah 
uyy^^t*ciU'CtL. 


nna nna hphn 
yyauyciuu c y 


720 


aagctctcct 


gggacctggc 


caaggtgege 


a p*" n na n n t~ n r~* 
aLL-yauu uy l. 


PPPt* nna nnt~ 
uuu uyy dyy u 


nna pff ccrcc 
yyauuu uyuu 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 
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gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1 "3 O A 

1 joO 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tggggaagac 


gcaaaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacgacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggag 






2499 



<210> 81 

<211> 2499 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 81 
augaac tcgg 


ggacgccgcc 


cctccccgag 


cccaagggcc 


gggccctccc 


ggtggacggc 


b U 


caccacctgg 


cc taccgcac 


4* 4- /—i *-% f—m 

cctccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


i on 
1ZU 


ccggugcagg 


cyy cctaCyy 


c u Leg ccaag 


agccccc cca 


aggcccccaa 


99 a 99^cggg 


i on 
loU 


gacgcggtga 


ucgtggcc t c 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


1 A A 

z4U 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


$ 0 0 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


C A A 

540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


a a 
600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


c c t\ 

660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


72 0 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcct cc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


O A A 
900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctt tccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1 A O A 
10^ 0 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


aggagaggc t 


cctttggctt 


taccgggagg 


t ggagaggc c 


cctttccgct 


"IOTA 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1 •JQft 

IjuU 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtct tccg 


cctggccggc 


1 A A A 

±44 0 


cacccctt ca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctct ttga 


cgagc t aggg 


"1 C A A 


cttcccgcca 


tcggcaagac 


gga^gsagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1 C ^ A 

1560 


gaggccct cc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1 ^ O A 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


9ttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 
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/T /"» /"i /~i +- /-» f~ 

gcccaccccu 


ccyyyy o.cy « 


aaa/"*^*t~rTa+*/"* 
aadCCtgatC 


agggtccxcc 


ayyayyyyaa 


/— t /-r nat"ppar 
yyaUdLCCaC 






r* a a n f* friT a t* 


guLCyycytc 


cccccyyayy 


cuyuyycit-ct-. 


L-t*uya.L.yt-yv- 


i Qftn 


c g 9 g eg g c c a. 


agacyg tyaa 


ctccyycy cc 


ccc tacggca 


uycccyccca 


a r*if~i f~* t~ /**• t~ /-« 

tayycccLCC 




caggagcc ug 


ccacccccua 


cgaggaggcg 


guggccccca 


cagagcgc ta 


cccccaaagc 


01 nn 


ttccccaagg 


ugcgggccug 


gauagaaaag 


accctggagg 


aggggaggaa 


gcggggc cac 


0 1 a c\ 

Z J.D U 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


O T O A 

zzzU 


gt cagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


z z oU 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcct cc 


999 a 9^tggg 


ggcccgcatg 


0 *5 a n 


ctcctccagg 


tccacgacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggt 






2499 


<210> 82 














<211> 2499 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 82 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


D U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


1 on 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccc t caa 


ggaggacggg 


ion 
loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccc t cc t 


tccgccacga 


ggcctacggg 


z4U 


gggtacaagg 


C999ccgggc 


ccccacgccg 


gaggac 1 1 1 c 


cccgg caacc 


CyCCCCCatC 




aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cy ayy cgyac 


1 £ fi 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcaucccc 


a 0 n 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


AQPi 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg gcctgaggcc 


cgaccagugg 


o*t u 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


0 a a rtripfp af- 0 
CaayyyCatC 




ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 
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aaccfc ccfc cc 


acaaattcaa 


ccttctaaaa 


aarcccaaaa 

ciy vv t*t*y y 


ccctaaaaaa 

w ^# ^* ^ ZD ZD ^* 


craccccctaa 


900 


\»» ^ V— ' Nw y 


aacraaacctt 

tiwy y y y v»» ^- 


cataaac tt~ t~ 
y y y 


at" apt* ttccc 

y **y ^ L- t» *w v v.. 


acaaaaaacc 

y v cici^y y w 


catataaacc 


960 


nat" p t~ t" p t" aa 
y ci u. v. i_ i_- \w l» y y 


ccct~ aaccac 
v— v_ v., L-y y l« v^y w 


p ci P p a ci ci nn p 


yy uuy vy 


riCCCiCICIClCCC 
CL.\^ uyy y ^ v w 


caaaccttat 


1020 




yyy l- y & ci 


yyctyyt-yuyy 


aoapt" t~ ot~ pa 

y yy v— l. vy 


ctctcty ct v»» \^ l. 


aaarattctcr 
y c*y ^*y ^ ^ ■ y 


1080 


^^^UL^ ciy y y 


-a a ncrcc t* t~ nn 
ct ct y y ^ V— l. L.yy 




ooooai ooa oo 
yyLxyciL^yct^Lj- 


ooafhoot" pph 

L^L«ClL.yL^ L. <w L. 


POP P t~ A PPt* P 


1140 


Pt" aaA pfpft" 


COZlZiCZiCCAC 
y ci ci ci V— ci ^ 


^.Vy^-^yctyyyy 


at* cr npp p o ^a o 

y yy yy 


apt - pi ocrciocio 
y V— - L- ct y y ^.y y 


aaaaf ooa po 

yycty <— y y c*. \_ y 


1200 


oaoo a ooooo 
yayy^yycgy 


OOO A OOOOOO 

yyy^yt-yyyt- 


L-y L-L'V^ L. L. L.^^ 


oa osooo t" o t~ 
y cty cty y l* l- ^ l- 


t - ono o a a oo t~ 
L-^>y^>ocicio^ L- 


apt - 1~ a a oa oo 
yuL L>ctctyctyy 


1260 


o 1~ t" era ooooo 
uyciyyyyy 


a ooa o a nnr t" 
o.y y ciy ciy y l^ l. 


O O t~ 1" t" ooo t* t~ 
^ v_« L. L- y y V— L- L- 


"h a o onnna oo 
Lctv^L-yyy cty y 


t" nna o^ioopp 
L- y y ct y ct y y l* 


PPt" t* t~ P OOP t~ 


1320 


ot~ pph ooooo 
y i_y y 


at-af OOAOOO 
ctL.ctL.yy cty y l* 


ceicyyyyy ty 


porrtrina oo 
L^y^-^ L-yyct^y 


f- ooo o t~ a f~ o i~ 

yy L-ctt-L^ u- 


pp noop p 1~ f a 

yyy L.y 


1380 


l. i^wLj> uy y cty y 


1~ ooo ooa noa 

y y y y y 


oa t~ r'ctcr'r^rir 1 
yctLL>y L-L-L-yL- 


o t" oos noo on 
Vw L-^y cty y k_^—y 


annh o t" t~ oon 
cty y L.tw- L- L-^-L-y 


ppt" csacccscsc* 
L>yy UL>yy l> 


1440 




dLL L. L^ClCtt— l_ v_« 


oooooai ppan 
L^^yyyctLoL^ cty 


o ooa A J3 ooo 

yy yyy 


hppfrhff" na 

L.LoL^L'LoL.CL.yci 


pna op t - a ooo 
^y cty L.ctyyy 


1500 


/-* j- ^ r*ccctcc^ 
u L*L^t_^yL^t^ct 


oooo a na p 
L.v_,yy^ctctycv^. 


npaaaanapr 
yLoCtddctyci^L^ 


ooo aanpnrh 
y y vd cty l^. y ^> l- 


ooaoo^oooo 

L^^CtL^L-Cty^-'yL-. 


oooool - OPt" o 
y y L-Lv y 


1560 


o a nn o o o t~ o o 


oooaoooooa 

y ^*y ^y y ^— ^ ct 


n o o o a t - pprt" n 

LoL^LoOCtL.L<-y L.y 


rranaanai" oo 
y cty ct cty ct l. l^ \— 


tripant" aooo 
L.y L^cty l. ctL^L^y 


ona op t~ o a oo 
yycty^ ct 


1620 


a 3np|- oa a a a 
ctcty w uy ociyci 


y ^— C*. v-- ^ L-CtV^ClL- 


hnappppflri 
uy civ uv^v l> L.y 


ppoo=i ppfra 

yy L-^ct 


L-^^»'Ci^>^>^>^> cty 


oa ccscscicccjc 
y oumh y ^*y 


1680 


ot~ooAOAOOo 




n a p nn o o a oo 
yctL^yywL^ciLvy 


rippa oooooa 
yv w ,Vw.ct^yyyv_ci 


oo p^aao^ao 
yy u L- ct cty l- cty 


pt"ppna t~ ppp 


1740 


ctct l^ l. v». w ct y ct 


oo ooo 1~ 

CHw-Cll_l_.^^V^y L- 


norro-POoooo 
^<v^yL^civ^^>L>-L^y 


o t~ t - ooo pana 
l. L.yyyv_fCtyci 


noa i~ o ooooo 
y y ct Luv^y uv^y 


OOP P 1~ t" PA t~ P 
yy L- 1». ct t— v_< 


1800 


nr ona rfrtanrr 
y^—^-yctyyciyy 


npft - ooo h a h <- 
yy LyyL L- ct u u 


oot~ noo oo f~ o 
yy uyy^L,t_L.y 


naph at* aooo 
y ct \* L- ct l. cty i*- L» 


anal" aoaoot" 
cty ct l. ciy cty \* l- 


o a ooot - oo t" o 
cty y y uy*- 1-- y 


1860 


np*ppa pph p f- 
y i_r ^> i_> ci l» l~ L- \_» t_ 


O OOOOO A ooa 

L^L^yyv^yciL>.yct 


yctctv^^. L.yctL.L> 


O OOO t* O t" t" o o 

L*.yyy l-l^ l. l-^^ 


a ooa oooooo 

dyyayyyycy 


nna o ai t* o o a o 
yyctwet L>L*L-CIL> 


1920 


3 pnnans ooo 
ct^>yyciyciw^y 


pr^anr^t" nna t~ 
v_. ^ cty L- y y ct c 


n t~ t~ n nn on i - o 
y L *-v-yy L,y t-c 


o oo ooooaoo 
LL»uv,yyy cty y 


p pnt" ooa ooo 
y LyyciL<L>L' 


ppt - oa i~ opop 
v v L>y ct c>y ^-*y « 


1980 


cciciciccicicc ^ 


a rra ppahpaa 
ciy c*. ^ v., ct i_ ctct 


o 1~ t* ooooot" o 
w l> u^yyyy i_ ^ 


o t~ o1" a oooo a 
v L-^r L-Ctv^yy^ct 


L-y L-L^yyv»»v».^»ci 


ppcrrrhrt" pp 


2040 


nna npt" an 
L^ctyy ciy l* i>cty 


ppa t"ppphha 


ooa ooa ooo o 
yciyyciyy^L^ 


o a ooo pi" t" pa 
l* cty y ^ l> u l> ct 


t~ f- na opop t" a 
u L^y cty v^y L^ct 


oi~ t" t" o aoa op 
\_> U- l> l> cty cty 


2100 


t~t~ooooAA oa 
u i_ <^ >w ci ciy y 


y y yy y 


y ct v_- L- y cty cicty 


appph nna oo 
ct ^ \~> l> y y cty y 


a ooop a ooa o 
cty y y wcty y cty 


y^yyyyy *-ct^ 


2160 


y *-yy ciy ctcct- 


f" Pt" 1" P oo o o o 


o ooo ooo 1" 3 o 
v^L^Lty LL-dL. 


y uy v- t^cty ch-l, 


f~ aioaoooooo 
L- cty cty y cuv^y 


oot~ oa a na no 
y y l. y ct cty cty \— 


£t \J 


ot - o pprnrra nn 
yugcyggcigy 


ooopooa ooo 

y y y ^y y 


po h OOOO t* "h O 

c ct L- y y v v_ l.l,l- 


aara t~ ooooo 

ClClL^CtL-yLo^-L^y 


t* ooa ono oa p 
Luuayyy uctu 


c csc caeca a c 
v y y ^y ct u 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacgacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggag 






2499 
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<210> 83 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 83 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


ggcaccgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


a 99 a 9 a 99Ct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


cggcgggacg 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagcttagg 


1500 
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cttcccgcct 


tggggaagac 


gcaaaagaca 


ggcaagcgct 


ccaccagcgc 


cgcggugccg 


J.3DU 


gaggccctac 


999 a 99 ccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 




aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1 C Q A 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1 T A A 

1 /4U 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1 Q C A 

loo U 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1 Q O A 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


T O O A 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A A A 

2040 


caggagctag 


ccatccctta 


c 9 a 99 a 99 cc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a gggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


222 0 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


O 1 A A 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 84 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 84 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


C A 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


1 O A 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


T O A 

loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


O A A 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 
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999 cacccca 


ecaccccggc 


ccggctc egg 


gaaaagtacg 


gcccgaggcc 


cgaccagtgg 




gccgactacc 


gggccctgac 


eggggacgag 


tccgacaacc 


uucccggggc 


caagggcatc 


c n n 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


CCA 
DO U 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 




—\ *-* y^w ^ y^ 4— y*^ ±» 

aagccccccL 


gggacctggc 


caaggcgcgc 


accgacctgc 


ccctggaggt 


ggact t cgee 


Ton 
/ o U 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


tgagt t tggc 


q a n 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


Q A f\ 


cccccgccgg 


aaggggc c 1 1 


cgtgggcttt 


gtget ttccc 


geaaggagee 


catgtgggcc 


o c n 


gatct tctgg 


ccctggccgc 


cgc c agggg c 


ggccgcgtcc 


accgggcccc 


egagecttat 


1 a o n 


aaagccct ca 


gggacc tgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


"1 A O A 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1 1 A A 


ccgga.cc cut 


cgaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


ggagtggacg 


1 o n a 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggc tec 


ateggaaect 


gtgggggagg 


X^bU 


cttgaggggg 


aggagaggct 


j-i ft 4- 4— 4- 4- 4- 

cctxtggct t 


tacegggagg 


tggagaggee 


cctt tecget 


1 "5 O A 


gtcctggccc 


atatggaggc 


caceggggta 


eggegggacg 


tggcctacct 


tcaggccctt 


1 O O A 

1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


ettggeggge 


144 0 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


4- nM4> j-. 4- 4- 4- — > 

cgctcttcga 


cgagcttagg 


lbU 0 


cttcccgcct 


tggggaagac 


gcaaaagaca 


ggcaageget 


ccaccagcgc 


cgcggtgctg 


"1 C C A 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 




aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


lb o U 


ctccacaccc 


gcttcaacca 


gacggccacg 


gecaegggga 


ggcttagtag 


ctccgacccc 


1/40 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcatc 


*1 O A A 

1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


lobO 


gcccacccc t 


ccggcgacga 


gaacctgatc 


egggee u ucc 


aggaggggcg 


ggacatccac 


iyz o 


acggagaccg 


ccagccggac 


gc ccggcguc 


c c c egggagg 


ccgcggaccc 


cc egatgege 


i y 8 u 


^ y y y ^ y y ^ 


ayaCCatCaa 


cut. cgygg t c 


CtCtaCyyCa 


tyccyyccca 


ccgcctctcc 


OA/A 

Z (J4 U 


caggagccag 


ccatccctta 


egaggaggee 


caggee tcca 


ttgagegcta 


ct ttcagagc 


O 1 A A 
Z 1U 0 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 
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ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 85 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 85 
atgaattcgg 


qqatqctqcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


b U 


caccacctgg 


cctaccgcac 


cttccacgcc 


c t g aagggc c 


tcaccaccag 


ccggggggag 


ion 


ccqqtqcaqq 

^^ZJZJ ZJ ZJZJ 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


99 a 99 a cggg 


1 Q f\ 

loU 


qacqcqqtqa 

ZJ ZJ ZJ ZJ _3 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


o a r\ 
Z% U 


gggtacaagg 


cqqqccqqqc 

^ZJZJZJ ZJZJZJ 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


o t\ t\ 
jUU 


aaqqaqct qq 

ZJ ZJ ZJ ZJ ZJ 


tggacctcct 


qqqqctqqcq 

ZJZJZJZJ ZJZJ ZJ 


cgcctcgagg 


tcccgggcta 


cgaggcggac 




qacqtcctqq 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


A T f\ 


accgccgaca 


aagaccttta 


ccagctcctt 


t ccgaccgca 


tccacgtcct 


ccaccccgag 


4 o U 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


c a n 


gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


t tcccggggt 


caagggcatc 


btlU 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


C C C\ 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


*7 *1 A 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


/ oU 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


t gagt 1 1 ggc 


q a n 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


Q n n 
y U U 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gcgc t ccccc 


gcaaggagcc 


catgcgggcc 


you 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 




aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgc tc eg 


iUtJU 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 
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ct l. ct (_y y ciy y 


p a ppnrrnnt" a 
udu v-yy y y u ct 






l. ^ cty y uv,l l l 


1380 


fr'pot' ftp; a ci P 

uccu uyydy u 


u uy uy y dyy d 


na 4- c ca c c ci c 
y ci u uuy uuy u 


u uuy dy y ctyy 


a p;n I - p i - t - p p cs 
dy y LUL.y 


pt~ i~ nnrririrtr* 
UL*L.yy*—yyy^- 


1440 




spphpaapir 
d ^ i_ i. i^ddi* l. 


yyy cty 


v_ uy y a a ayy y 




prTarjptr t"ann 

**y y yy 


1500 




yyyy y 


npaa a a rra pa 
yv— ctctctctyct^ct 


yyuaay Lyu l. 


pp s p p ^ r~ipri p 


y yy ^-y ^ y 


1560 


na ppp p p t~ a p 

y ay y u u u u ct u 


rrpp a op; p p p a 


/— • /-~< /-« /-i a 4- ot~ o 
uuuuduuyuy 


nanaanaf* pp 

y ciy ctcty ct uuu 


t~ ppap/papppv 
u uuay uctuuy 


pp; onpt" pa pp 

y y ^y 




oayCtCaaya 


3P2PPt"2 pnt" 

d.L.dCULa(jy L 


orra p p p p p t~ r* 

yyduuuuuuu 


p p a a n p c \~ pn 

uuaayuu uuy 


4- ^-t /-» ^ /— > /~i pna p; 
u uuduuuy dy 


p;a r*rieie~ifT*rt{*' 
yctuyyyuuyu 


X o o u 


CCCCaCaCCC 


ycut.caa.ccci 


ydcyyccdcy 


ycuacyyyy a 


nrf p t~ i~ a p/ 4- a 

y y u u u dy u dy 


pi - pppja r*r*r*c 
uuuuyduuuu 


1 74 n 


daCCCyCaya 


aCaCCCCCyt 


ccycaccccc 


u uyyy ccay a 


yyauccy ccy 


opppt" +* pa t* p 

yyecu uuauc 


i son 


gecgaggagg 


ggcggcuau u 


gguggcccug 


y ac ua uayce 


agacayayc u 


cayyy uy cuy 


1 

lOOU 


PP P P 3 /—"/—if- 

gcccacctcc 


/—i r^oopo a prra 

ct,yycydcyd 


na 3 /-» 4~ ft a t* 

yaauu uyauu 


uyyy uu uuuu 


aggaggggcg 


p;p;a pah p p a p 
yydUdUUUdU 


j- y \j 


-3 pnna nap pp 
auyyayct^Ly 


uudy u ty y ct u 


y u uuy y uy u u 


fT'/"' (Tin era rrn 
uuuuy y y ay y 


/~< /-»/-~t4- p;p;a p p p 

uuy uyyciuuu 


uu uyauyuyu 


X ^ O \J 


yyyyy 


anappa 4- /-> -a -a 
dy ct^^ct c^_«ctct 


u u uuyyyy uu 


pt"phap net C* a 
^ L-U L-d^-yyua 


t~ o1~ pnnpppp 
uy ULyy^u^ci 


rppiprh phpp 


2040 


p ^ cici a /t p 4— a /~t 

Cdyyayctdy 


i /--* *~\ 4— /-i 4- 4~ s 


cy ayy ayy cc 


cayy cc u uua 


4- 4- nanpnpf a 

uuy dy u y u u d 


p t* t~ f* p a nap/p 
u u u u u dy dy u 


J. u u 


X. u C C C C a a y y 


4~ f~> ("TP/T /-> /™1 4~ /-» 

uy uyyy cc uy 


ydt tydyddy 


accc uyy ay y 


a pppip a cit~i a (~t 

ayyy uayy dy 


gegggggcac 


J. o V 


y Uyya.ya.CC C 


uc u uCyy ccy 


ccy ccy c uac 


y uyccagacc 


4- a /^r a p p p /*f 

uayayujeccy 


y y uy aay ay u 


9 9 9 O 


gugegggagg 


uy y u uy dy uy 


pat" np r~< r~* i - 4— / — < 

uctuyyuuu uu 


dduduyuuuy 


t~ p p a npnp a p 
u u u cty y y u d u 


r* n r* r* c*t n A p 
uyuuyuuydu 


9 9 ft 0 

^> O VJ 


p +~ /~» It j^t a a etc* 
U UCauy day C 


uyycuauyyu 


y day u uu u uu 


p p p a itp p 4- npf 

uuuayy u uyy 


a itp a a a t" nnrr 
dy y ddd uyyy 


p/p/p p a opf a t~ p 
y y u udy y d uy 




ctcct tcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9t9 


o /i n n 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 




gaggtgggga 


taggggagga 


ctggctctcc 


gc c aaggag c 


accaccacca 


ccaccac 


Zt>X / 


<210> 86 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 86 
atgaattegg 


ggatgetgee 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggee 


tcaccaccag 


ceggggggag 


120 


ccggtgcagg 


eggtctaegg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 
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aaat acaaaa 




ccccacgccg 


qaqqactttc 

3 *"*3 3 


cccggcaact 


cgccctcatc 


300 




tggacctcct 


qqqqctqqcq 


cqcctcqaqq 

^3 3 3 J 


tcccgggcta 


egaggeggae 


360 


cracat cetera 


ccagcctggc 


caagaaggcg 


qaaaaqqaqq 
333 3 3j 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagacct tta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 




tcaccccaac 


ctaactttaa 


gaaaagtacg 


qcctqaqqcc 


cgaccagtgg 

ZJ 3 3 3 


540 


y ^ I. C* 


aaaccctaac 


caaaaacaaa 

^3333 RV "3 u 3 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


aa era a ci a a cf a 
y y y y ^*y dc*y «. 


raacaaaaaa 
^*y y ^y y 3 1**-* 


gcttctggag 


qaqtqqqqqa 

3 U 3 L 33333 u 


qcctqqaaqc 


cctcctcaag 


660 


aacctaaacc 

V V-* L** V* V 


ggctgaagee 


cqccatccqq 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aaactctcct 


aaaacctaac 

J3 J ^"33 


caaggtgege 


accgacctgc 


ccctqgagqt 
3 33 3 


ggacttcgcc 


780 


aaaaaacaaa 
y y y y y 


aacccaacca 


qqaaaqqett 

3 3 **^3 3 v ^ 


agggecttte 


tqqaqaqqct 

3 3 3 ^ 3 Z3 


tgagtttggc 


840 


aarrfrrt" cc 


acaaattcaa 


ccttctggaa 


age c c c aagg 


ccctggagga 


qgccccctgg 


900 


r* o rrr* n r* r* fT n 


aaaaaarrtt 

3 333 


cataaacttt 

^ W W 


gtgctttccc 


geaaggagee 


catqtqqqcc 

w ^ w 3 w 333 


960 


n a t~ ot* 1~ r* t" nn 
y a l i~ L.i_L.yy 


pppfaorror 


caccaaaaac 


ggccgcgtcc 


accgggcccc 


egagecttat 


1020 


ctciciy v-» ^ \w ci 


aaaarrtaaa 
y y y *"3 w*t* 


y y a 33 w y w yy 


gggcttctcg 


ccaaagacct 


qaqcqttctq 
333 3 


1080 




aaaarrt t aa 


cct cccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


rfaaaccctt 


cgaacaccac 


ccccgagggg 


qtqqcccqqc 


qctacqqcqq 
3 3333 


ggagtggacg 


1200 




aaa Fiacaaac 
yyy a y^333^ 


cgccctt tec 


gagaggctct 


tcgccaacct 


gtqqgqgagg 
3 33333^ 33 


1260 


<-u uyciyyyyy 


PiaaPiaFiaact* 

3 3 13 3 3 


cctttggct t 


taccqqaaqq 
*- a ^ 3 y 3 *-*3 3 


tqqaaaqqcc 

^*3 3 W 3 W 3 3 w 


cctttcccgg 


1320 


at - cct~ aac^c c 


at - ataaaaac 


caceggggta 


cqqcqqqacq 


tggcctacct 


tcaggccctt 


1380 


l. s_« s_- <w L^yyciy^v' 


u i_y ^yyciyyci 


gat ccgccgc 


ctcgaggagg 


aggtcttccg 


Cttqqcqqqc 

> *33 333 


1440 


r , ar , r , rT , t"t"r , a 

^civ> ^ w w c> 


arctcaactc 


ccgggaccag 


c t qqaaaqqq 


tgctctttga 


cqaqcttaqq 
33 33 


1500 


pi" t~ rrrcrrct 


tggggaagac 


gcaaaagaca 


qqcaaqcqct 

33 v »*^3 3 w v - 


ccaccagcgc 


cqcggtgctg 

333 "3^^3 


1560 


oaaorrrtar 
^ ciy y ^ v v» l» &* v»» 


gggaggecca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 




acttcaacca 


aacaaccacq 


qccacqqqqa 

3 Vrf ^" v '3333 v * 


ggcttagtag 


ctccgacccc 


1740 


aacctacaaa 
c* ^~ 3 *^y 


acatccccgt 


ccgcaccccc 


ttqqqccaqa 

W W ^ , W ^ 


ggatccgccg 

33 3 3 


ggccttcatc 


1800 


y^^y»yy a yy 


aataactatt 


aataaccctq 

yy *- 33 w ^ ^ *"3 


gaetatagee 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacacccac 




aeggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 



- 218 - 



LLCCCCaayy 


cgcggg cc eg 


yat cyayday 


accccggayg 


^yyy c»yydy 


9 c 99999 cac 




gtyyayaCCC 


cc cccggccg 


ccyccyctaC 


ycyccayacc 


tayagycccy 


yy cyaayay c 


^ z. ^ u 


gcgcgggagg 


cyy ccy a.y cy 


pat- e-tft r* t** 4- 4" 

CatyyccLCC 




4- /-i -> /-tnn r* 
LCtayyyuaL. 


y l. cy c y a. o 


9 9 fifl 


ctcatgaagc 


tggctatggt 


gaagcccc tc 


cccaggccgg 


aggaaacggg 


ggccaggatg 


9 n 

Z O *4 U 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 87 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 87 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctCCt 


ggcggacggc 


o u 


caccacctgg 


cctaccgcac 


cttccacgcc 


CtyaayyyCC 


tCaCCaCCay 


cc 999999 a 9 


i 9 n 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agccccccca 


aggccc ccaa 


99 a 99 a ^999 


i on 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


y"ry>"t y"i /"i y™* 4* /™i rf-i 4— 

yCCCCCuCCt 


uccgccacga 


ggcccacggg 


9 a n 

Z *t u 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactt tc 


cccggcaact 


cgccctcatc 


q n c\ 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


Ten 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


U 


accgccgaca 


aagaccttta 


ccagctcctt 


t ccgaccgca 


cccacgcccu 


ccaccccy ag 


A Q O 
ft o U 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaag cacg 


y cc ugayy cc 


CyaCCay tyy 




gccgactacc 


gggccctgac 


cggggacgag 


cccgacaacc 


t ccccggggu 


CaayyyCaCC 


finn 

D LF u 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagcggggga 


gcccggaagc 


/-^ /—I ^ /"I /—I ^ ^ ^ /^f 

CCCCCCCaay 




aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagaccc 


cyy cccacac 


yyacya cc eg 


■79 n 
/zu 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacccgc 


ccccggaggc 


ggac cccy cc 


^fi n 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


oyyy cc c ccc 


uy y o.y ciy y L. u 


4~ t-t a r™t 4~ 4" 4~ /t/™t /™< 

cy d.y c c cyy c 


fi a n 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 
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gcctcgaggg 


aggggc u aga 


ccccgcgccc 


ggggacgacc 


ccatyctcct 


CyCCtaCCCC 


1 1 d 0 

X X*i U 


ctggaccctt 


cgaacaccac 


c c c cgagggg 


gtggcgcggc 


gcuacggggg 


ggagcggacg 


1 onn 

X£t KJ U 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 




ctcgaggggg 


aggagaagct 


cctt tggctc 


taccacgagg 


tggaaaagcc 


ccccccccgg 




gtcctggccc 


atatggaggc 


cacgggggtg 


cgccgggacg 


tggcctatct 


cagggccttg 


1 0 q a 


tccctggagg 


tggccgagga 


gat cgcccgc 


c t cgaggccg 


ayy t.c c cccg 


cccyyccyyL 


i a a n 

Xrt U 


cacccct t ca 


acct caactc 


ccgggaccag 


ctggaaaggg 


uccccc t cga 


Cyayctayyy 


t c n n 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cyccytcCLy 


T t; fTfi 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagc t cacc 


1 on 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


IbbU 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


T 1 A C\ 

1 /4U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggcct tcatc 


TGn.fi 
louu 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


lobU 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1 oon 

X J?Z u 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


x y 0 u 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O fi A fi 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


ZlUU 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


0 t c n 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


0 0 0 n 


gtgcgggagg 


cggccgagcg 


catggcc txc 


aaca t.y cccg 


^ /"» /~1 3 /~-f/~Td f~t O f~* 

tccayyycaL 


cyccyLLyat- 


9 9 ft fi 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 



<210> 88 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 88 




LLiLLi i-ga.g 


ccLaayyyLL 


yyyuuv-LL-LrL. 


ggt-ggaegge 




caccacctgg 


ccuaccgcac 


cc Lccacgcc 


ccgaagggcc 


tcaccaccag 


ceggggggag 


ion 
x ^ u 


ccggtgcagg 


eggtctaegg 


ct tegecaag 


agee cccuca 


aggcccccaa 


99 a 99 a cggg 


ion 

loll 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


t ccgccacga 


ggee t aeggg 




gggt acaagg 


eggge eggge 


ccccacgccg 


gaggact ttc 


cccggcaac t 


CgCCC CCaCC 


inn 

JUL* 


aaggagc t gg 


cggacccccc 


ggggctggcg 


cgccccgagg 


ccccgggcca 


egaggeggae 




gacgt cctgg 


ccagcccggc 


caagaaggcg 


gaaaaggagg 


gc cacgaggc 


/"* /^** 4^ ^ 4" ^ 

CCyCaCCCtC 


/ion 

*± z u 


accgccgaca 


aagacctt ta 


ccagctcctt 


t ccgaccgca 


t ecaegt cct 


ccaccccgag 


/ion 


gggt acc tea 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 




gccgactacc 


gggccctgac 


eggggacgag 


tccgacaacc 


t teceggggt 


caagggcatc 


bUU 


ggggagaaga 


eggegaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


DOU 


aacctggacc 


ggctgaagee 


cgecat cegg 


gagaagat cc 


tggcccacat 


ggacgatc tg 


/ ^; u 


aagctc ccc u 


gggacc egge 


caaggcgcgc 


accgaccugc 


cccuggaggc 


ggac tccycc 


/ o u 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggect ttc 


tggagaggct 


cgagu u uggc 


q a n 


agcctcctcc 


acgagt tegg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 




cccccgccgg 


aaggggcett 


cgtgggctt t 


gtgett tccc 


geaaggagee 


catgtgggcc 


o c n 

y d u 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agacccct tg 




gcggggctaa 


aggacctcaa 


ggaggtcegg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1 n q n 


gectcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgee tacctc 


n i a n 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


getaeggggg 


ggagtggacg 




gaggacgecg 


cccaccgggc 


cctcctctcg 


gagaggct cc 


at eggaaect 


cc t t aagege 




ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagee 


cctc tecegg 




gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


ccaggccttg 


lion 
X J o U 


tccctggagg 


tggccgagga 


gat cgcccgc 


ct egaggecg 


aggtcttccg 


cc tggcegge 


i / /in 
±44 U 


caccccctca 


aCCtCodCtC 


ccgggaccag 


c eggaaaggg 


^ /™i I - /"* +• ^ +* ^ 
CCCCCLLLya 


egagecaggg 




ct tcccgcca 


teggcaagae 


ggagaagacc 


ggcaagege u 


ccaccagcgc 


cgccgccccg 


i ccn 
1DDU 


gagg cccccc 


gcgaggccca 


ccccatcgcy 


gagaagat.ee 


tgcag taccy 


gg ayCLLaLL 


XD&U 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gecgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1860 
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Vj^U^aUw L. O L« 




era. appf era- t~ r* 
^aavL< L.y d l>c 


yyy eo e l. oo 


«gydyyyycy 


yydOdooodo 


X _7 L* 


do y y d y do o y 


o o dy o l. y y d i_ 


yeccyycyec 


p* r* p*ptp* pf a ptpt 

LCL.LyLjyoyy 


p> p»pt t" prpra p* p* p* 
ooy cyydoeo 


ooL.ydL.yoyo 




cyyyoyy ced 


anarra 1~ p*a a 
ciy deed e octet 


o c n^y yyy cc 


p* t~ p* t~ a c\a e~* a 
L-LCLaCyLjLd 


L.yt.ogyoood 


/""! flf^lC Pf" Pi" PP 

ooy oo Co Coo 


9 rid n 


edyy dy c cdy 




( —y y y ^* ^ 


odygece cod 


t Ly dg oy o L. d 


/— • 4- 4— 4- /-< -3 «a ptp* 

o c c Cody dye 


Z X VJ u 


4- f- p* p< p« p» a -a ptpt 

l. l. oo eddy y 


i-yeyyyooL.y 


pra f~ Vrrana an 
y d c uy dy ctcty 


ctLLL cggdgg 


a rtnric a pr*^ra pt 

^ y y y ^ °* y y ^ y 


9 c 99999 tac 


91 fin 


/~r t~ ptpt a na c^c*c* 

y ^yyctydLLL. 


4- f- f- P* ptpt P* P* P"T 

l. c l. Loyyu^y 


c^^r*T^r~ , oot~ ap 
LLyLuyLLcn, 


nt" ptp* c a na p> p< 

y LyLUaydLU 


udgdygoocg 


ggtgddgdgc 


9 9 9 n 


gtgcgggagg 


*-y y t -*^- , y 01 y ^y 


paf ptpt ppt" i" 
octL.yyv_.t_L- l- o 


a a p* a i~ pt p* p 1 t~* pt 
ctctCclL.gL.Cog 


t~ r* a ptptpt/*^ a p* 

L-oodgggodo 


cgccgccgdc 


9 9 Q n 




egge c a egg c 


gaagc cc t cc 


cccaggcugg 


aggaaaeggg 


ggccaggacg 


9 *5 A fi 
Z J -4 U 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 


<210> 89 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 89 
atgaattcgg 


ggatgetgee 


cctctttgag 


ccoddgggcc 


gggL.ooL.ooc. 


gg^ggaegge 


D U 


caccacctgg 


cctaccgcac 


cttccacgcc 


p" t~ na a cicia t~* p» 

o uy ddgygee 


t odoodoodg 


P'P'PTPTPTPTPTPTa PT 

ceggggggag 


i 9 n 


ccggtgcagg 


eggtctaegg 


cttcgccaag 


a ptp< p*< p* p* ^ p< a 
dy OOL.ooL.L-d 


dggCoot-odd 


ptPta PTPra p*ptptpt 

99 a gg ac 999 


ion 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


/"T/""" f* f* fl /™t /-I /"I 4** 

gooooo L.OO L. 


cccgccacga 


ggcccacggg 


9 a n 


gggtacaagg 


c ggg cc ggg c 


ccccacgccg 


gaggac c etc 


cccggcaac c 


cgcccccacc 


■5 Art 

jUU 


aaggagctgg 


tggacctcct 


ggggctggcg 


f+f~1f* /"I flfT T\ ft ft 

cyce ccgagg 


L.occgggc t.a 


^ y a y y ^ y g a ^ 


"X C (\ 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


pra a a a nrr a ptpt 
y ddddy y dy y 


r~t /~> f- anna r~ir~i t~ 

y o L-doydgy l. 


ccycdccc cc 


-1 9 f) 


accgccgaca 


aagaccttta 


ccagctcctt 


t~ P"P*PTa rr^nr* a 
L.ooy dooy od 


L.O odoy L. OO L. 


p , p*a pppppfan 
codooooy dy 


4 r n 

*± o u 


gggtacctca 


tcaccccggc 


ctggctttgg 


naaaanha nrr 
yddddy L.doy 


y oo L.y dyy oo 


p , pra p"P*a pit* ptpt 
cy deedy cyy 




gccgactacc 


gggccctgac 


eggggacgag 


t~p , p*prap' , aap , p» 
cccydCddCC 


t L.ooogggy l. 


p* a a pTPrn pahp 

eddyyy cd lc 




ggggagaaga 


eggegaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


660 


aacctggacc 


ggctgaagee 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgege 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


tgagtttggc 


840 
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S.OCCt.COf'CC 

Ciy V-*- w l~ w l« v» ^ 


acaaat tccia 


c c 1 1 c t aaa a 


aorrcraaaa 

»y vvu\<wwyy 


ccct.aoa.00^ 

\mf \*r ' >- 3 3 y 3 


crnppppptcia 
y y w \^ ^ y y 


900 


oooooooooo 


a a ci a era c p 1 1 

ci wyy y y ^ w 


cat~crcicipt" t~ t - 


at"apt"t"t"ppp 


y waayy ciy l>l- 


pat - at" 00000 

c* y l. y y y 


960 


nat* o t" t" o t~ acr 


OOOOOOOOOO 
\~-\^\~ L.yy ^ wy 


vy wuayyyy u 


rrcrppapcit/ap 


?iO 00000 ?iOO 
ci\-^<yyyv_ciyu 


ciy aCw^-v u. uy 


1 090 

JL \J £t \J 




aaoacctcaa 


a a a ci cr t c p a a 
yy ciyy u^oyy 


aappt* pp t pa 

y y v^v i> v >-r wy 


OCeiSOO^OOt' 


pop pat" pt" t~a 


1080 


y w u. ^y y y _3 


aaaaart" aaa 

333 3 3 


PP tPCft"CfPPP 


0000^00^00 

yyyy y 


ppat"apt"pp1~ 


pappt" a ppt* p 


1140 
j. ±. *» \j 


ctaaaccctt 


caaacaccac 

V** %H C* V** t*^ t_A 


c c p c a aaa era 


0^.00000.000 
y L yy^y^yy^ 


y^La^yyyyy 


aoaataaa pa 
yycty uyyciuy 


1200 


oanpra.p'PTP'P'PT 


prrarrooar 


PPt~PPt"Pt"PCf 


aa aa 000 1~ 00 
yayayy u l- u>i*> 


a t" p no aanrh 
c&u-uyyctctU'U' l. 


ppff a a op* pip 1 
ut l. uctcty uy u 


X £t D VJ 


p1~ p'oaonnnn 


arrrra na a no t" 
ctyyciyciciy 0 l, 


0 0 1~ t" i~ rrrTr* t~ 

v_ l. u tyy 


l. d d y ct y y 


uyyctctctdy u u 


uuuuuuuuyy 


-L O Z V 


nt~ r*o1" cirrooo 
y uuu y y 


a t~ a t - nna on p 1 
ci 0 ci u y y ciy y 


ccicgggggtg 


uyv^u Ly y ct^y 


hnnppf sal - 
uyyuu uctuu l. 


uctyyy uu u uy 


1 1 r n 


uuuu.uyyctyu 


u uy L.uy ciy y ct 


ydL.i*yi^i^i*y^> 


ot~ on^nrrr^on 
v— LLyayy UL.y 


cty y 


PTOP'P'PTPTP 1 

uuuyyuuyyu. 


1 44 n 


0 V— V_» V— - L- L. *w d 


arrtraarfr 


333^ ^^3 


u uyy ctciciyyy 


t~r , r , t - r , t~'l~t* oa 
l-^l* L. i_ y ct 


nna no t~ a 000 
*-y cty u. u ciy y y 


IJUV 


pt~ 1~ pppappa 


t~ OOOOZlflOZIO 
ucyy vway 


craa era a aa p p 


yy l«ci ciy uy u u 


OOAOOZiOOOO 


ocio rnh ppf-n 
u^yuuy uuu uy 


X -J D V 


osooooof" oo 


cr p 0 a ci a p 0 0 a 
y u»y ciyy « c* 


rrrraf pat" a 


y ciy ciciy acwu 


L>y^_>cty cv ^ — ^ y 


aaa apt" pa 00 
y y cty u< L^au^ 


1620 


a aor t" aa a cr a 

ClCiyXb* LMQOMCl 


ararrfaraf 

y dU- U- UQvClL 


t* aarrrrl" t"a 


oooo^oof' pa 


ct u^uu ciy 


03 pnnnpono 
y auyyy uw>yu 


XOOu 




y U U U U GCtU*— CI 


yct^yy^^ci^y 


yuuctuyyyuct 


opt p i 1 - aaPii - ^5PT 
y y u L- ctcty u cty 


uuu uy ct u uuu 


1 740 


3 APPf P* P 1 a na 




rrnpa pppph 
u^-yL y 


u. l. l, y y y v.- cty ci 


pfPf ^ t - P'P'PTP'P'PI 

yyaLLuyuLy 


nno pht*pahp 
yyu.uu uuctuu 


IOUU 


aoona nna nn 


yy uyy l. l- ci u u 


ncif- cicto r*e~*t~ ct 
yy uyy cut-uy 


yctULctu cty u u 


ana t* anarrpi - 
cty ct i_ cty cty u^ u 


0 a noot~ 00 1~ pt 
uctyyy uy u uy 




y ^ ^ U d v_- L>V_> L. 


pr , ofir , cra pna. 


r7 3 0 r 1 r*t~ i~ r 1 
yctci^^ cyauL' 


pnnnh r't* t~ 0 0 

yyy l.^u 


^yy^yyyycg 


yyctuctuuuctu 


-L -? ^ U 


»vyy oy ci^^y 


p 0 a ap t" crcr a t~ 


at" t" ooaocsf' 0 
y l. L>\_>yyu>y l-u- 


OOOOOOO^iOO 

owv-L.yyyayy 


ppnt" pipra ppp 


0 oi~ oa fnpnp 
uu uyctuyuyu 


1 joy 


coooco oo c a 

333 3-3 


aaaccatcaa 


c t" t" pcrcfcrat" p 


pt"Pl~apcfapa 


t* crt" oooooo?i 
u-y ^■^yy^^'^'Ci 


oooppt" Pt" PP 


2040 


fa nna not - an 
^ctyyay u« u ciy 


U-UclUUUUU UCl 


3 jj"3 3^ 


u ciy y^uu LLct 


\- f-/-TaPTP , PTP , t~ a 
u uy cty uy u- l. ct 


pf t~ t" p 1 a 0 a op 1 
u u u u u cty cty u 




t"t"rrppaa a a 

L. UUUV^V^CtCtyy 


t~ 000000 0 t~ 0 


aa t - hcraoaaa 
y d l> uy ciy dciy 


auuu u y y cty y 


a rrnrto a op? a n 

yyy yyy 


op'ooooot" a p< 


91 60 
x 0 v 


nt~ nna na ooo 
y uyy cty c* u u. 


uu>u l. ^y y VwV_y 




y uy t-wciycu^v- 


+- aoaptop , p , p , o 
u cty cty y u u u y 


nnt* na ana 00 
y y uyctctyctyu 


£t £t \J 


Of- aPOOOa OPT 

y ^-y^-yyy^yy 


p aa p p a a a p ct 
L<yy uv^yciy^y 


pat" aappt* t - p 
l«ci uy y^u llu 


miont'ooooG 


u« \^ ciy y y v ci \_ 


oooonor'na 0 
u-yuu-y^-uyctu 


9 980 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 
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<210> 90 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 90 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatccgccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 
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tcctctttga 


cgagctaggg 


1500 



cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


qacaaccacQ 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


crotaac cc ta 


gac t at agcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgat c 


cgggt ct t cc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


c 1 1 cgggg t c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


caacrcracrcrcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


ga 1 1 gagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


cccrcccrcfcac 


ataccaaacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


CdtgyCCtLC 


aaCatyCCCy 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


naa r*< \~ \~ \~ r~* 
ydctyL L^LLL 


cccayyctgy 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 






aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


atatat~pr , pr' 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


ta 9999 a 99 a 


ctggctctcc 




accaccacca 


ccaccac 


2517 


<210> 91 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 91 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctaaaQQQCC 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


c 9 a 99 c 99 ac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 
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gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


C A A 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


oUU 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


cac\ 
bbU 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


1 z, u 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggact tcgcc 


/ o U 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


O A A 

o4U 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


a a a 

900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


O C A 

960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1 A *"> A 


gcggggctaa 


aggacctcaa 


99aggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


i a q n 
XUoU 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


T T A A 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


132 0 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggagg 


aggtcttccg 


cctggccggc 


T A A A 

±44 U 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctct ttga 


cgagctaggg 


T C A A 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


looO 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


162 0 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1 O A A 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


T O C A 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


xyz u 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1 O Q A 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A A A 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


*") 1 A A 
Z J.UU 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 
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ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 c cgtg 


24 00 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


z460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 92 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 92 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


b U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


cc 999999 a 9 


ion 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


1 Q A 

loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcc t acggg 


O A 0. 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggac 1 1 1 c 


cccggcaact 


cgccctcatc 


inn 
jUU 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


f* fr f% ft ft ft ft ft ft 

cgaggcggac 




gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


/inn 

4z U 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


a q n 
4 o U 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


C /I A 

b4U 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


t tcccggggt 


caagggcatc 


bUU 


aaacr a cr a a Q a 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctccc caag 


ooU 


aacctggacc 


ggctgaagcc 


cgccatccgg 


ft *m ft t*i 4- f% 

gagaagaccc 


cggcccacau 


fte~t f~+ i~i «a +- /T 

gydcyatccy 


/ z u 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ft ft ^ ^-i ^ ^ ftftf* f* 

ggact tcgcc 


/ o U 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


ugagcx uggc 


q a n 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


q a n 
y U U 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


4"* ±- ft ft ft f% ft 

cacgcgggcc 


y b u 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agacccc ccg 


t n o o 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcccccccg 


ccaaggaccc 


fiftfi f*ft^~ f* 4— I - /■•* 

cgccgccucg 


lUoU 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


9t99 c 9cggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 
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tggaaaagcc 


cctctcccgg 


1320 



y l ll '-yy 


a t~ a t~ aazicicic 

c*. ci ^— y y ciy y v_> 


Ldoyyyyy Ly 




t - aor c t - a t p t" 

i_ y y d ^ w 


*w ciy vj^llll y 


13 80 


l l l l tyy cty y 


yy y yy 


era t - concede 
ye* 


l. LL.yoyyL.oy 


a not" Pttrra 


p r* t - era r 1 c a a c 
ll Lyy LLyy l 


1440 


LdLLLL l l l ci 


dLL L LddL L L 


o o y y y c* ^ ^ c*y 


*-yydddyyy 


LLL LL L I- L.ya 


pna an t~ a a era 
Ly dy l Lddyy 


1500 


/-« 4- 4- f f ft ft C* C* 


4— ft fx ft f* a a na 
L L y y L d d y oL 


nnana 0 na f> 

y y dy ddydec 


ft ft f a <^r fft f t~ 

yy Lady cy c l 


rr^annannnn 
c CdLLdy Ly l 


c* ci c* r~> ci i~ ppfp 
cyLLyLLLLy 


X Q O L/ 


gagg ccctcc 


ftfft a ft ft f"i a 

gcgagy ccca 


f* fl f* f* ^ ^ C CT 4~ /^» 

ccccaccyty 


LjayaayaLCC 


4— ft f* a /"»+• a ft ft 

cy cay Ldccy 


frfr a /—t n t" n a n n 

yydgc ccdcc 


1 con 

X D Z U 


-3 —j ft f t" n a ana 

ddy c Ly ddy d 


nn a nr't'apat' 
yLoCLtaCat 


t*nappppl" i - ft 

L-ydccccccy 


ft ft ft ft "3 /-1 /-1 4- /-t -3 

ccyy dec LCd 


t* onannnna n 
LCCdCCCCdy 


na f cjCTci c f cj f 
ydcyyyccyc 


lOOv 


f +- j^-i -3 /-» -3 ft ft ft 

L LCLdCdCCL 


ft f* t~t""naanna 
y L LLtaatta 


na c n n t~* ph 
y d \_y y v_ t_ d t, y 


/~r /-i "3 ft fffiff ft a 

y cedcyyy cd 


ftftf f- a ant" an 
y y l l d dy l dy 


n^nnoat*nnn 
LLLLydLLLL 


J. / tu 


ddL L L L Ldy d 






r»f- +- anrt c ana 
l l l y y y l dy d 


nna t* rrriccct 
yydLLLyLLy 


no ppht*pahp 

yyLL L LLdLL 


1 fiOfl 

X O \J \J 


nrrrra nna nn 

y *~ y d y y c*. y y 


no t~ rrrf p't'ai'h 
yyLyyLLdLL 


yy ^yy^^^^y 


fra t~ a 't - a on ^ 
y aL l d l dy l l 


a na i~ ananph 
dy d l dy dy l l 


na nctnt" ont" n 
Ldyyy LyL Ly 


1 ftfiO 


yt-LCdCCtCt, 


f-i ft ft ft ftftzi ft n a 
CC.yyCydt_.yd 


yddCCCydCC 


ffrffff f~ pH-pc 

cyyy lc l ill 


aggaggggcg 


nna na t~ nna n 
yydCdLLLdL 


X «7 z u 


acggagaccg 


f—r /— i 4- ft ft *-\ 4— 

ccagc cggac 


*^f+" +~ ft ft fr f> fl fi 

yutcgycy tc 


ft f> f> ft ft ft ft ft ft 
ccccgygayy 


CcyLyyaccc 


y~« ct k- fr a t - ft ft ft f* 

CCLyaLyCyC 


1 Qpn 


ft ft ft ft ft nn f ft a 


a n anna'Hf^aa 
dydCCdLCdd 


c u ccy yyy cc 


pf"pt*a r-< c\r~i t~t a 
C LC LdCyy Cd 


■H n t* nnnn nna 

llj tcyy cccd 


t~t ftftf f 4- n ^ n n 
CCy CCLC LLL 




cdyy ay c l ay 


CCatCCCtCa 


ffr ^ fift a fi fr f f> 

cy dyy dyyce 


Cdyy CC L LCd 


l cyaycy ccd 


p4- 4- 4- ft a ft a fif> 
CLLLCdydy C 


Z1UU 


u l ll l Lddyy 


*-yeyyyLL ^-y 


y»L ty dy aay 


a nnnt - ona on 
cilll Ly y dy y 


a nnn r* a 00a n 
dyyyLdyyciy 


nnnonnnf" a r~* 




ft 4- ft ft a «a nnn 

9 t 99 d 9« ccc 


t* n t~ t* ffrctf* f ft 

ecu LLyy coy 


rTTTPPrrp t* a c 
L-L.yOL.yL LctL 


n^Hnc^nana pn 

y Ly ccdy dec 


t~ a na nonn no 

Ldy dyy cccy 


nnhna a oa on 
yy Ly ctay ay l 


Z Z, 


nt- rrrrrnn 3 nn 

gtgcgggagg 


ft ft ft f* n ci a ci c ci 

o y y l y ciy c y 


naf nn ppffp 

cduyyccucc 


a a n a t" nn n nn 

ddcduycccy 


f- »-> 0 nnn nan 
LCCdyyy ede 


f* ft ft ft ft ft fftzh ft 
Ly LLy LLy dL 


99 fin 

Z Z O v 


cuca.cga.agc 


cggccacggc 


gaagcuccuc 


cccaggc egg 


ft ft -n 4^ r*tftft 

aggaaaeggg 


ft ft ft ft ft ft ^ 4— ft 

yycCayyaLy 


Z J ft u 


ctccttcagg 


tccacaacga 


9ctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


Z4UU 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


zox / 


<210> 93 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 93 
atgaattcgg 


ggatgetgee 


cctctttgag 


pppa acrnri pp 
LLLciciyyyLL 


yyy i~ll l.ll 


nnt" nna CCSdC 
yy uyydLyyL 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggee 


tcaccaccag 


ceggggggag 


120 


ccggtgcagg 


eggtctaegg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 



- 228 - 





4- rrff a 4- f*» o 
tyyaCCCCCC 


9999 ct ggcg 


cyccccy a.yy 


tn-L.yyytrLa 


cy ayy cyy ac 


ODv 


gacg ccc egg 


ccaycctyyc 


caagaayycg 


y aaaayyayy 


yc LaLy ciyy t. 


/^« /~>f~i f~i 2 4- />i /<i +- p 

ccycatcctc 


*± ^ u 


accgccgaca 


aagaccc c ca 


c c age lccil 


cccgaccgca 


cccacgccc u 


ccaccccgag 


f4 0 u 


gggtacctca 


tcaccccggc 


ctggct ttgg 


gaaaagtacg 


gccugaggcc 


cgaccagcgg 




gccgac t acc 


gggccc cgac 


eggggacgag 


t ccgacaacc 


c c c c c gy gg c 


caagggcacc 




ggggagctaga 


cggcgaggaa 


gc c c c eggag 


gagtggggga 


ycc uyyaagc 


cccccccaag 




aacccggacc 


ggc tgaagcc 


cyccacccyy 


yagaay accc 


tyyCCCaCat 


yyacyacc cy 


/ Z U 


aagccccccc 


gggacc cggc 


caaggugege 


accyacccyc 


ccccyyayy c 


yyacc ccycc 


/ O V 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


t gagt 1 1 ggc 




agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


y u u 


cccccgccgg 


aaggggcctt 


cgtgggct tt 


gtgctttccc 


geaaggagee 


catgtgggcc 


y o u 


gatcttctgg 


ccctggccgc 


cgee aggggc 


ggccgcgtgc 


accgggcagc 


agacccc t tg 


1 non 
lUZU 


gcggggc t aa 


aggacctcaa 


ggaggtcegg 


ggcctcctcg 


ccaaggacct 


cgccgtct tg 


lUoU 


gcctcgaggg 


aggggc t ag a 


cc tcgtgccc 


ggggacgacc 


ecatge t cct 


cgcctacctc 




ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gc t aeggggg 


ggag tggacg 


1 0 a n 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


ateggaaect 


ccttaagcgc 




ctcgaggggg 


aggagaagct 


cct t tggctc 


taccacgagg 


tggaaaagee 


cctctcccgg 




gt cc tggccc 


atacggaggc 


caegggggtg 


cgee tggacg 


tggee t at c t 


cagggccc eg 


i 'ion 

J. J Ov 


t ccctggagg 


tggccgagga 


gat cgcccgc 


c t egaggecg 


aggtct tccg 


cc tggcegge 


i a a n 


cacccct t ca 


accccaac cc 


ccgggaccag 


ctggaaaggg 


^ ^ ^ ^ ^ 

LCCtCCtuya 


egagecaggg 


1 CAft 

IjUU 


cttcccgcca 


tcggcaagac 


gcaaaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcctg 


lobU 


gaggccc t cc 


gcgaggccca 


ccccat cgtg 


gagaagatcc 


tgcagt accg 


gy age ccacc 


icon 


aagctgaaga 


gcacct acat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


T /- 0 n 


ctccacaccc 


get tcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ccccgauccc 




aacctccaga 


acatccccgt 


ccgcaccccg 


cccgggcaga 


ggauccgccg 


ggece ccacc 


lOUU 


gccgaggagg 


/t/*t 4— /-t/-t /*( 4— i 4— 4— 


yytyyecety 


y accauaycc 


ay a cay ay cc 


cayyy eye cy 


IOOU 


gcccacc ccc 


ccyg eg acya 


/™* ^ ^ /~« 4- ^ 4- 

yaaCCtyatC 


cyyytCLt.ee 


a 99 a 9999 c 9 


yyaCaLCCaC 


1 Q9fl 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 
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gtggagaccc 


cct. tcggccg 


CCyCCyCtaC 


gtgccagacc 


cay ayy cccy 


y y ty day ay 


£t V 


gtgcgggagg 


Cyyccyaycy 


ca tyy cc t t c 


a a /"< a /-t /-< z-' /""f 
aaCclCgCCty 


t~ r* r* nnn pap 
l. v_ cty yy uctu 


Ly^^yL'^yctL 


2280 


ctcatgaagc 


tggctatggt 


^■y ^* 4— 4— 4— 

yaayCUCCCC 


cccaggc tgg 


ayyaaacygy 


yyccayyatg 


9 ^ a n 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 




gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 




gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 




<210> 94 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 94 
atgaattcgg 


ggatgctgcc 


cctctttgag 


CCCaayyyCC 


/T/T/T4— 4~ /-I /"I 4— 

yyytCCCCCU 


99 u 99 ac 99 c 


^ ft 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ceggggggag 


1 9 C\ 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


99 a 99 a ^ggg 


1 OA 

lou 


gacgcggtga 


tcguggtctt 


tgacgccaag 


gccccc t cct 


tccgccacga 


ggcctacggg 


O A ft 
Z ft U 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggac tttc 


cccggcaact 


/^i /-* /™t ^ 

CyCCCtCatC 


"5 ft ft 


aaggagctgg 


tggacctcct 


ggggctggcg 


cycc t cgayg 


tcccyyycua 


^ 9 ^*99 ^* 99 ^ ^* 


1 ^ ft 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


/"» a a a a /"f /"'fa /T/~* 

yaaaayyayy 


ycta.cya.yyc 


ty t*a tt-t- 1 1 


d. 9 ft 

*± Z> VJ 


accgccgaca 


aagaccttta 


ccagctcctt 


t ccgaccgca 


CCCaCy tCCL 


ccaccccyay 


d ft ft 
ft o u 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccag tgg 


A ft 
Oft VJ 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


C ft ft 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagcggggga 


ycct.yyao.yc 


tt t CC LLddy 


fift 


aacctggacc 


ggctgaagcc 


cgccatccgg 


yayaayaCuC 


tyyeccat-dt 


y y aty a 1 1 1 y 


79 ft 


aagctctcct 


gggacctggc 


caaggtgcgc 


at ty at t t y t 


t-ct. ty y ciyy t 


rrrra ^ 4- 4- p^pp 
yyaL> l. u^y^i^ 


7ftft 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


ayy y cc t tec 


cyyay ayy 1 1 


ty ay 1 1 ty y t 




agcctcctcc 


acgagttcgg 


ccttctggaa 


3 c~\ r~< f~* z± a t~i(~i 

ayucccaayy 


ccc tygayya 


yyuu^Lv^tyy 


Qft ft 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggee 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 
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ctggaccctt 


cgaacaccac 


ccccgagggg 


gcggcgcggc 


gcuacggggg 




±. £* \J \J 


gaggacgccg 


cccaccgggc 


cct cctctcg 


gagaggctcc 


aucyy daot, t. 


(~i \~ \~ "3 3 /~i ftfl 

tLt. Ua.ctyv-.yL. 




ctcgaggggg 


aggagaagct 


cct ttggctc 


taccacgagg 


tggaaaagee 


cctctcccyy 


i ^ o n 


gtcctggccc 


atatggaggc 


caegggggtg 


cgee t.y gacg 




v-ctyy y v-l. LLy 




tccctggagg 


tggccgagga 


gaucgcccgc 


cccgaggccg 


ay y cctccL-y 


ccuyyL.L.yyv_. 


144 0 
X ** *± u 


cacccct tea 


acctcaact c 


ccgggaccag 


ccggaaaggg 


tcctcttcyd 


t-.y dy c t-ciyyy 


J. juu 


cttcccgcca 


teggcaagae 


ggagaagacc 


ggcaageget 


ccaccagcgc 


cyccyccccy 


1 jOU 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaaga t c c 


tgcagcaccg 


ggagcccacc 


i £ o n 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


icon 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggct aagtag 


cuccya cccc 


i *74 n 
± 1 *± u 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccy ccy 


rift f* /*• +• 4~ /"« o ^* y™< 

yycctucatc 




gecgaggagg 


ggtggctatt 


ggtggccctg 


gact.at.agcc 


ciyaCayaycu 


Cciyyy eye cy 


X O D U 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacauccac 


x U 


aeggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


ccugatgcgc 




cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 




caggagctag 


ccatccctta 


egaggaggee 


caggect tea 


t tgagegcta 


cctic agagc 


o i c\ n 

^ iUU 


ttccccaagg 


tgcgggcctg 


gat tgagaag 


accctggagg 


agggcaggag 


gcgyyyy t.ac 


Z1DU 


gtggagaccc 


tctt eggecg 


ccgccgctac 


gcgccagacc 


c ay ciyy l. c. cy 


99 ^ 9 a a 9 a 9 c 


9 9 9 fi 


gtgegggagg 


cggccgagcg 




aaCotycccg 


tCL.eiyyyv-.civ_- 




£• £t O \J 


ctcatgaagc 


t99 ct: acggt 


yaayCCCttC 


/"» /~« ^ /T/T /*» 4- /"* /T 

cccayyctyg 


^*-9 g 01 01 y y y 


yyuL. cty y ct u y 


£t J *± \J 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


o a n n 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


*y a cc\ 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


zbl / 


<210> 95 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 95 
atgaattegg 


ggatgetgee 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggee 


tcaccaccag 


ceggggggag 


120 
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ccggtgcagg 


cggt ctacgg 


cttcgccaag 


agcctcctca 


frft ft ft /^a a 

aggece ccoa 


99 a 99 ac 999 


i fin 


gacgcggtga 


4* rv 4* yT ^ 4— 4*» 

ccgcggcc cc 


4— y-w ~\ y~1 y-w y>~i y—*i y-w 

cgacgccaag 


gccccc ccc c 


4- /— « /-i » f\ ft -j prfa 

UCCgCCaCya 


ggcccacggy 


z. *± u 


gggtacaagg 


cgggccgggc 


ccccacgccg 


ga.gga.ee cue 




u.y u u u u uct uu 


no 


aaggagc t gg 


cggacc cccc 


9999 ct: 99 c 9 


cgee tcy agg 




cgayycyyciu 


J D V 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gc cacgagg l. 


y-i ft ft ft a 4" ri/^l" 

cu.gu.acuu cu 


*± ^ u 


accgccgaca 


aagacct t ta 


ccagctcct t 


t ccgaccgca 


uccacgccci. 


/-< /^» ^ ft ft ft ft fm -r\ ft 

ccaccccyay 


a fl n 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


f% ft ^ f* ^ ft 4*" frfr 

cgaccagcgg 




gccgactacc 


gggccctgac 


eggggacgag 


tccgacaacc 


ttcccggggt 


caagggcacc 


DUU 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcccggaagc 


/—i « 4" y-« y-i 4- ft a ^ j^*f 

cc cccccaay 




aacctggacc 


ggctgaagcc 


cgccatccgg 


y-*# — | yr*c **\ y^t y— i 

gagaagaccc 


cggcccacau 


ft ft ^ /^f atz/if - /t 

ggacgacccg 




aagctctcct 


gggacctggc 


caaggtgege 


y-1 y»1 y-*f y— * y— ( 4" /"* /"t 

accgacccgc 


ccccggaggi. 


ft ft a /~< 4~ 4- r*ftft ft 

gyacc tcyce 




aaaaggcggg 


agcccgaccg 


ggagaggc 1 1 


agggee 1 1 1 c 


c 99 a 9 a 99 ct 


4- /t ^ *^r+* 4— 4- ft ft ft 

cgagcccggc 


Of* VJ 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


m/*w/"1 y— 1 y*^ y—1 y— ^ 4" / P *T/™* 

ggc cccct gg 


o n n 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgett tccc 


geaaggagee 


cacycgggcc 


you 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccc eg 




gcggggctaa 


aggacctcaa 


ggaggtcegg 


ggcctcctcg 


ccaaggacc t 


cgccgucc eg 


J- \J o u 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


c cat get cc t 


cgee cacc cc 


i i /in 

X i.ft v 


ctggaccctt 


cgaacaccac 


c c c cgagggg 


gcggcgcggc 


gecaeggggg 


rrnant" t~~ifi 3 r+ci 

ygay cyy ctcy 


1 90D 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


ateggaaect 


ccc caagege 


1ZDU 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagee 


4— ft 4— ft ft ft 

ccccccccgg 


lion 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


ft ft ft ft ft ft +- 4- ft 

cagggccccg 


i -ion 
iJOU 


tccctggagg 


t ggc cgagga 


gaccgcccgc 


cccgaggccg 


aggtc execg 


f f i~ ft ft ft ft ft ft f* 

cccgy cuyyu 


1 44 0 


caccccttca 


acct caactc 


ccgggaccag 


ccggaaaggg 


tccc.ccc.uga 


ft ft o ft ft 4— ^ ft ft ft 

c gag c c aggg 




cttcccgcca 


ccggcaagac 


ggagaagacc 


ft ft ft ^ ^ ft ft ft ft +— 

ggcaageget 


CCaCCaycyL 


uyuuyuuuuy 


X 3 O V 


gaggccct cc 


gcgaggccca 


ccccatcgtg 


y— y-» *— y-«f ^ y— f y^| 

gagaagaccc 


cgcagcaccg 


frfr 3 ft f* ft ft ft 

ggagccuacu 




aagctgaaga 


acacctacat 


4— y-w ^ y**1 /— 4 /"t ^* 4* /T 

egacccc c eg 


« ft ft a/^/il" 

ccggacc cca 


UUUciOC.U-U.ciy 


gauyyyuuy u 


1 fiftO 

XDOV 


ctccacaccc 


get t caacca 


gacggccacg 


gccacgggca 


ggc caaguag 


cccuyacucu 


1 740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


ca 999t9 ct 9 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 
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cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 2040 
caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 2100 
ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 2160 
gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 
gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 
ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 
ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 
gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 
gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 96 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 96 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 
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gate etc egg 


ccc tggcege 


f* ft f* f\ ft fr ft ft 

cgccaggggc 


ggccgcgtgc 


accgggcagc 


agacccct tg 


X UZ U 


gegggge t aa. 


aggacc t caa 


99 a 99 ccc 99 


ft- ft ^« +" /"i ft ^ /^i /— >* 

ggee ccc teg 


ccaaggacc t 


cgccgt cctg 


iuou 


gectcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1 T A A 

XX4 U 


ctggaccc t t 


cgaacaccac 


ccccgagggg 


*"*r 4* ft ft fi ft f% ft r~*r 

gtggcgcggc 


/■■■<# < +* f* ft ft ft ft ft 

getaeggggg 


frft ft 4~~ ft ft T% f* ft 

ggagtggacg 


xz u u 


gaggacgecg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


ateggaaect 


cct taagege 


1 O £ A 


c t cgaggggg 


aggagaagc t 


cctttggctc 


taccacgagg 


tggaaaagee 


cctctcccgg 


1 •) t n 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggecttg 


1 *3 O A 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1 A A A 

X44 U 


cacccc 1 1 ca 


acct caact c 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


i c a a 


cttcccgcca 


teggcaagae 


ggagaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcctg 


"1 C ^ A 

Xbo U 


gaggcect cc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


Xoz U 


aagctgaaga 


gcacctacgt 


ggaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


T £ O A 

XooU 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1 O A A 


gecgaggagg 


ggtggctat t 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1 O A 

XooU 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1 Q 1 A 

x y Z U 


aeggagaccg 


ccagctggat 


gttcggcgtc 


ccc egggagg 


ccgtggaccc 


cctgatgcgc 


x y o u 


cgggcggcca 


agaccatcaa 


c 1 1 eggggt c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A A A 

z U4 U 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctt tcagagc 


O 1 A A 

zXOU 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


zXoU 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


zz z 0 


gtgegggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


n O Q A 
ZZ O U 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 



<210> 97 
<211> 2517 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 97 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


c 9 a 99 c 99 ac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg 


gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg gagaagatcc 


tgcagtaccg ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccgagcctcg 


tccaccccag gacgggccgc 


1680 
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CtCCoCaCCC 




gacggccacg 


gccacgggca 




CtCCyaLCCC 


i n a n 


oaCCtCCaga 




ccgcaccccg 


cttgggcaga 


yyatccyccy 


s**t /"» y» ^ /*i \ ^ 

yyccctcauc 


i o n o 


gccgaggagg 


ggtggctat t 


ggtggccctg gactatagcc 


agatagagct 


cagggtgctg 


"1 o ^ A 


gcccacct ct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


"1 O "} A 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccat caa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A /l A 

zU4U 


caggagctag 


ccatccctta 


cgaggaggcc 

ZJ zj zj zj zj 


caggccttca 


ttgagcgcta 


ctttcagagc 


1 1 A A 

Z 1UU 


t. tccccaagg 


ugcgygcc ug 


gattgagaag 


accctqqaqq 

Zj ZJ ZJ ZJ 


a 999*-" a 99 a 9 


gcggggg t ac 


zlbu 


gtggagaccc 


tc t t cggccg 


ccaccoctac 


atoccacracc 

j" J ^ W4. 


tagaggcccg 


ggtgaagagc 


1 O O A 

ZZZ\J 


gtgcgggagg 


cggccgagcg 


catggcctt c 


aacatgcccg 


tccagggcac 


cgccgccgac 


O O O A 


ctcatgaagc 


tggctatggt 


oaaactcttc 


c c paacrc t acr 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 




tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 98 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 98 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggt cct cc t 


ggtggacggc 


C A 

o U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 




ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


1 OA 

loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 




gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


O A A 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


C f\ 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gccacgaggc 


ccgcaccccc 


A *5 A 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag gagtggggga 


gcctggaagc 


cctcctcaag 


660 
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^ ^ /■* ■ i - /"t/t ^ t~* 

aa.cCL.yya.cc 


ygc tgaaycc 


cgccatccgg gagaagatcc 


tggcccacac 


ggacgacc eg 


/ z u 


aagcccccct 


gggacccggc 


caaggtgege 


accgacctgc 


ccctggaggt 


ggact tegee 


H Q A 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


tgagt ttggc 


o4U 


agcctcctcc 


acgagt t egg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


Q A A 

y uo 


cccccgccgg 


aaggggcett 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


960 


/-* ^ 4- 4- 4- 4~ /™r 

yatctucugy 


ccccggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagecttat 


1 A O A 


aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


T A O A 

1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


*1 1 /I A 

1140 


ctggaccctt 


cgaacaccac 


ccccgagggg gtggcccggc 


getaeggegg 


ggagtggacg 


1200 


gaggaggcgg 


gggageggge 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccqqqaqq 


tggagaggee 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


C a c qqqqq t Q 


cgcctggacg 


tggectatet 


cagggecttg 


13 80 


tccctggagg 


tggccgagga 


gatcgcccgc 


Ctcqaqqccq 


aggtcttccg 


cctggccggc 


144 0 


cacccct t ca 


acctcaactc 


ccqqqaccaq 


ctqqaaaqqq 


tcctct ctga 


cgagctaggg 


1500 


cttcccgcca 


teggcaagae 


gcaaaagacc 


qqcaaqcqct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ct ccacaccc 


get tcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 /4U 


aacct ccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggect tcatc 


1800 


gccgaggagg 


ggtggctat t 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


looO 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


192 0 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


c 999 c 99 cca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


O 1 A A 

2100 


c t ccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999 ca 99 a 9 


gegggggtae 


O 1 C A 


gtggagaccc 


ucuucggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


O O O A 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


O O Q A 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 
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<210> 99 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 99 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttgggagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 
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[ 



ccccccgcca 


4- fif-inr* 1 a ana r* 

u c y y ^. d ct y cn- 


nc"*a a a anapp 
yUactaayaCC 


ggcaagcgcc. 


LLatt a.y eg c 


cgccgccccg 


IjDU 


gaggccctCC 


gcgaggccca 


ccccaccgtg 


gagaaga tec 


cgcagcaccg 


ggagctcacc 


1 con 




n f* ~n ,ri aria f" 

yCaCCLaCaL 


4™ /T a /*■» /"i /""»/"» 4- 4- r~r 

LyaCCCCuty 


ccggacccca 


cccaccccag 


gacgggccgc 


iron 


4" y-<i y** y-i 

CtCCaCaCCC 


/*■» /*i 4— 4- a a /"i a 

yCttCaaCCa 


gacggccacg 


gccacgggca 


ggc caagcag 


ctccgacccc 


T -7 /I r\ 

± 1 *± u 


ddCCCCCaya 


a <*i a 4- /-» /-« /-* /**t 4~ 

aCaLCCCCyu 


ccycaccccy 


ct. egggcaga 


ggacccgccg 


ggecu t cacc 


1 Q A O 


yccyayyayg 


/T/-Y4— 4~ a 4~ 4~ 

gg tyyc t-a. c c. 


gg cyyccccy 


/^r ^ 4" t\ 4" fa ^"i 

gaccauagcc 


aga c agagc c 


cagggege eg 


I00U 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


a 99 a 9999cg 


ggacatccac 


1 0 0 f\ 


acggagaccg 


ccagctggat 


gt tcggcgtc 


c c c eggg agg 


ccgtggaccc 


cctgatgcgc 


"1 O O A 


cgggcggcca 


agaccatcaa 


ct tcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


z U40 


caggagctag 


ccatccct ta 


cgaggaggcc 


caggccttca 


ttgagegcta 


ctttcagagc 




CCCCCCaayy 


cgcgggcc ug 


gautgagaag 


accctggagg 


agggcaggag 


gegggggtae 


z Id U 


^ f*T^t /^f ^ /™1 /-^ 

y^-Sy ayaCCC 


4— /-i 4— 4— ^rft /"* /"r 

CCtLCgyCCy 


CCyCCyCtaC 


gtgccagacc 


t agaggeccg 


ggtgaagagc 


O O O A 


9 t 9 c 999 a 99 


cggccgagcg 


/•■* 4— /*i 4— ^ 

Catyyccttc 


aacatgcccg 


t ccagggcac 


cgccgccgac 


O O Q A 

zzoU 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 




ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9 t 9 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cct 99 a 99t9 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 


<210> 100 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 100 
atgaattcgg 


ggatgctgcc 


cctctttgag 


CCCaayyyCC 


n«rt4- r~t i 4— *-t j—t 4— 

gyytCCtCCU 


ggeggaegge 


D U 


caccacctgg 


cctaccgcac 


cttccacgcc 


etyaayyyce 


UCaCCaCCay 


ceggggggag 


ion 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agccucccca 


aggcccccaa 


99 a 99 a ^ggg 


1 An 

-LOU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


/-«r n « « 4— /^i 4— 

ycccccccct 


cccgccacga 


ggccuacggg 


£, ft U 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 
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gggcacc t Cd 


tcaccccyyc 


ctyyctucyy 


gaaaagcacg 


ycctyayycc 


cyaccay egg 


^ a n 

Oft u 




yyycccuycit-. 




cccyacaacc 


4- +- ppprfpfpfnt/ 

c Lt.LL.yyyy c 


CaayyyCdLC 


Ann 


ggyya.yciCT.yci 


cyy Ly dyycici 


yt,L tt- cyy o.y 


9 a 9 c ggggga 


y ll t.yyo.ciy l 


LLLLLLLady 


ODw 


ctdLLLyyclLL 


y y l Ly ciciy ll 


*-y OL>a LtLyy 


y ciy cicty a lll 


LyyLLLaLaL 


y y ciLy ci l l ty 




a a /~f/~« t~ /~« t~ /"•/"< t~ 
aayCUC CCCU 


yyya.cct.yyc 


caayy cy cy c 


accyaccuyc 


LCCLyyayyL 


fTrta /~t 4- 4- f* r~i r~* c* 

yydCLL cy ll 


*7 ft n 


aaaaggcggg 


agcccgaccg 


rift ^ *~r ^ /^t/^t/^ f— 4— 

y y a.gaggc u t 


^ 4- 4— 4- /-i 

agyyccttuc 


eggagaggee 


4- « a n 4- 4- 4- /-1 f~r r~* 

cgay l l cyy c 


Oft u 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccccggagga 


ggccccccgg 


y u u 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgett tccc 


geaaggagee 


caLgcgggcc 


Q A fi 

you 


ga CCllCl y y 


ccccggccgc 


cgccaggggc 


ggccgcgccc 


accgggcccc 


egagee l cat. 




fa fa fa +• -a 

aaayCCCLCa 


f~*1 fa /"^i « 4* /^r fa -3 

gggacc ugaa 


ggaggcgcgg 


gggc tcct. eg 


z^i ^( fa fa fa fa 

ccaaagacc t. 


gagege cc eg 


i n r n 

1UOU 


yccctgayyy 


aaggcc c egg 


ccccccyccc 


yy cgacgacc 


ccacgcLCCc. 


cgee cacc lc 


XJ.fi U 


/"t ^ *T\ <*1 /"■< ^"1 4" 4"- 

ctyyacccLC 


r"* /"r fa fa /"* f-* /~i *a 

cgaacaccac 


c c c cgagggg 


gcggcccggc 


y c taeggegg 


yy ageggacg 


1 0 nn 


gaggaggcgg 


999^gcgggc 


cgccctttcc 


gagaggctct 


t cgccaacct 


gtggaagagg 




cttgaggggg 


aggagaggct 


cctttggct t 


tacegggagg 




cct t t ccget 


1 ion 


gt cc tggccc 


at atggaggc 


cacgggggtg 


cgcctggacg 


1 99^ c t a t c t 


cagggect tg 


1 'ion 
1 j ou 


tccccyyayy 


tggccgagga 


gat cgcccgc 


c ccgaggccg 


aggee u cccg 


cccggccggc 


1 a a n 

Xfi fl U 


«"*» a /"</■■«/■■'</'*'' 4- 4- /— « — 1 

CaCCCCLLCa 


accucaacuc 


ccyggaccag 


4~ fa fa *a /^f/^r/~Y 

c ugy aaaygy 


ccc cc l u uga 


cyayc cayyy 


1 enri 




ccy y caayac 


ycaaaagacc 


gycaay cgc u 


ccaccay cy c 


eyecy lcc cy 


1 c:£n 
IDDU 


gaggccc tec 


gcgaggccca 


ccccat cgtg 


gagaagaccc 


tgcagtaccg 


ggagc ccacc 


1DZU 


aagctgaaga 


gcacc tacat 


tgacccct tg 


ccggacct ca 


t ccaccccag 


gacgggccgc 


X D O U 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ct ccgatccc 


1 *7 a n 
X / f± u 


aacc cccaga 


acatccccgt 


ccgcaccccg 


ct ugggcaga 


ggacccgccg 


ggee c ccacc 


i q n n 


gccgaggagg 


gg c y y c u a c. t. 


yy tggccc eg 


fa ^1 ^ fa ^ fa /"t 

gac catayce 


fa /™t fa ^ fa /™f fa /™f 

agacagagc l 


cayygege eg 


x 00 u 


yCCCaCCLCL 


ccygcydcya 


rta 3 ppf- rra t~ 
ydaCCtyaUC 


cyyy tec ucc 


a 99 a 9999 c 9 


yydLdLLLaL 


i Q9n 


wCyyayaCCy 


CCayCtyyat 


y u ucyycy t c 


ccccyyyayy 


ccytyyaccL 


1 4- «a 4- pf/*iprp 
LLLydLyLyL 




cyggcgycca 


ayaccaccaa 


c t- ccygyy uc 


ccct- acyy c a 


eg Lcyyccca 


CCyCC LLLCL 


9 n 4 n 


c aggagc t ag 


ccacccccca 


egaggaggee 


caggccccca 


LcgagcgcLa 


cc l ccagagc 


0 1 n n 
z x u u 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 
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ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 
gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 
gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 101 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 101 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcagggacg 


gccgggtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 



- 241 - 



ctctcccggg tcctggccca tatggaggcc accggggtac ggcgggacgt ggcctacctt 1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 162 0 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 

gacatcgcca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2 040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 22 80 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2 34 0 

gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 

caccac 2526 
<210> 102 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 102 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 120 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 240 
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tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


3 00 


ctcatcaagg 


agctggtgga 


cctcctgggg 


t ttacccgcc 


tcgaggt ccc 


cggctacgag 


o £ n 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc' 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctcttcgac 


1500 


gagcttaggc 


ttcccgcctt 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 
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ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 
cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 
gtgaagagcg tcagggaggc cgcggaggcc atggccttca acatgcccgt ccagggcacc 2280 
gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 
gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 
gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 
ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 
caccac 2526 
<210> 103 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 103 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 
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na f ft f f i~ t- ft ft 


ft ft ft ft ft ft f"aaa 

cyyyyc Laaa 


ggacctcaag gaggtceggg 


ftf* f* ^~ ft /-i 4— ft ft ft 

yccuLCt. cgc 


f ^ -a ft ft ^ ft ft ^ f* 
caaggacc tc 


i n o n 

1UOU 


ft ft ft ft i"" 1 4^ 4~ ft ft 

gccytCL tyy 


ft ft \~ f* ft o ftfrft ^ 

cct.cga.ggga. 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgc t cctc 


i 1 / rt 
J. -L4 U 


gcctacct cc 


tggaccct t c 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


etaegggggg 


1 1 Art 


y ag tyy aCyy 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agagg c t c c a 


tcggaacctc 


IzbU 


cttaagcycc 


t. cgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagece 


l o o n 


LLLL^uoyyy 


+~ f*f* ^ ft ft f f* ft a 
tct cggccuci 


tatggaggee 


aceggggtae 


ggegggaege 


ggee Laccu l 


1 OQA 
xjOv 


/"< ^ ft ft ft /"*» t - I - +- 

Cayyccct t. t. 


ccc ugyagc t. 


tgeggaggag 


atccgccgcc 


tcgaggagga 


ggtct t cege 


1 ^1 A C\ 


4- 4- ftfrft rir~if~i f r~* 

t tggcgggcc 




cctcaactcc 


cgggaccagc 


eggaaaggge 


/"T ^* 4* /"I 4* 4* ^ /"* ^ 

gcuctttyaC 


13UU 


gage t taggc 


ttcccgcct t 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1 C ^ A 


gcggtgctgg 


aggece tacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


T O A 

IbzU 


ft n ft ft 4— /■*< ^ f f* 

gayCtCaCCa 


— } ft ft 4— -3 —5 /-» ^ ^ 

agcucaagaa 


cacctacgtg gaccccctcc 


caagcctcgt 


ccacccgagg 


icon 


cn— yyy^^y^*- 


4- ft ft ft z& ft ft f* ft 


cttcaaccag 


acggccacgg 


ft f* ^ ft ft ft ft ft ^ 
ecaegggy ay 


ft ft +~ 4- <—\ 4— ^ ft ft 

get. tag cage 


-L / ft U 


+• y-t f* ft ^ f ft ft ft 

ICCyaCCCCa 


acc cgcagaa 


catccccgtc 


cgcaccccct 


tgggecagag 


gatccgccgg 


1 Qrtrt 


ftf* ft^^ /"I/— t4- ft ft 

ycctccy tyy 


/*i ft fr ft ft ft ft ft ft 

c egaggeggg 


ttgggcgttg 


gtggccctgg 


actatageca 


gatagagctc 


lobU 


cgcgtcctcg 


cccacctctc 


eggggacgaa 


aacctgatca 


gggtcttcca 


gg a gggg aa g 


192 0 


gacacccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


T O O A 


ctgatgcgcc 


gggcggccaa 


gaeggtgaac 


ttcggcgtcc 


tetaeggcat 


gtccgcccat 


2040 


ftfrft 4— *-i 4— ft ft ft 

aggc lclccc 


aggagctxgc 


catcccctac 


gaggaggegg 


tggccttfcat 


agagegctae 


O 1 A A 


ttCCaaoyCt 


tccccaaggt. 


gcgggcctgg 


atagaaaaga 


ccctggagga 


gggg^gg^^g 




/— ( ft ft ft ft f i - a fft 

eggggcuacg 


4— ft ft ^ ^ "3 /-I y-1 4— 

tyyaaacccc 


etteggaaga 


aggegctacg 


ugcccgaccc 


caacgcccgg 


noon 


/-v 4— /-» ^ --\ *-» ft ft ft 

gugaagagcg 


t. cagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


o o O A 


ftffftf* f^ ft ^ f* f* 
yccyccyacc 


4— /-i 4— /-» ^ ft ft 4- 

ccatyaagc t. 


cgccatggtg 


aagctcttcc 


cccgccuccg 


ggagatgggg 




gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


eggctttgge 


caaggaggee 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 



<210> 104 
<211> 2526 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 104 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 
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n ft ft ft ft f* ft ft ft ft 

acyggccy cc 


t~ p a p a pppn 
t.t-LoCat*C^y 


ft f - 4— /•"» "J "J /■"•/""• 3 J-W 

L. L. UL.ddL.Cay 


O ft ft ft ft ft ra P ft ft 

acyy ccat-yy 


L-Cdcyyyy dy 


4- 4- -a /-~t4~ a (TP 

yciu dy l. dy c 


1 74 0 


+— /■< ^-i /-v /■—♦ /^i /«* ^ 

CCCyaCCCCa 


aCCtyCayda 


o 4- ft ft ft 4- /-» 
LdCLtCCyCC 


CyCaCCCCCC 


4™ ft ft ft f f* m ft a /"f 

cyyy ccdydy 


/^f ^ 4- f ft ft ft f ft ft 

y dcccyccyy 


i Ann 


/"*f ^ ^ ^ f"T /^T 

ycccccy tyy 


p rt« ft ft ft ft /"* 

ccgaggcggg 


4~ 4~ /t/~t/~t/" , »/- , i"4— 4- /t 

c cyyy cy u ty 


/**f 4- ft ft ft 4- ft ft 

gcggccccgg 


a/it- 4~ ft ft ft 

aCLdLdyLCa 


ft 3 4- a ft a ft ft f- /*• 

ydudydyouL 


lODU 




f f f> s p 4- /~« 4- /— i 


L.y y y y city act 


3 3 f* na 4— /-< ra 

aaLLLyaLLa 


yyy LL-utLua 


y y dy y y y ddy 


1 990 

X -7 ^ VJ 


yaCaLCCaCa 


/"i ft ft ^ /~t a ft ft ft ft 
LCCayaCCyL 


a o ft ft t- ft ft s 4— *-» 

ddyc cyyacy 


4— 4~ ft ft ft ft ft t~ 

u ucyycy L.CL. 


f* f f* ffrft 3 ftftr* 

ccccyy dyy c 


/^f 4- ft ft ^ f* f 1 f ft 

cy cyy dcccc 


1 QftO 


ctyacgcycc 


ft ft ft ft ft ft ft ft o ^ 

yy ycggccaa 


/*f 3 f* fTfl 4"~ /T ^ 3 /""« 

gacyy tyaac 


4— 4— ftftftftft\~ ft /■» 

ttcyycytcc 


+— 4— ft ft ft ft 3 4- 

tc t-dcyy cdt 


4- p ft ft ft f* ft -a 4- 

ytccycccdu 




aggc t c t c c c 


aggagc t tgc 


catcccc tac 


gaggaggcgg 


cggcccccaL 


agagcgccac 


ZlUU 


+- /-* /""I y^f /-* +*■ 

t LCCaaayCL 


tccccaayyc 


9C999 CCt 99 


acayaaaaya 


ccc uyy ayya 


ft ft ft ft ^ ft ft ^ ^ /*^r 

9999 a 99 aa 9 


Z J. D U 


cggggc tacg 


tggaaac cc t 


cu ucggaaga 


aygcgc tacg 


cycccyaCCt 


caacycccgg 


o *? o n 


<*t+~ s it ft ft ft 

ycyaayayt-y 


+- /— < ft ft ft a ft ft ft 

t,cdyyy dyy t, 


rrfprt/to ft f ft ft 

oy c-yydy cy L. 


duyyocuucd 


3 2 +~ ft ft f f* ft 4— 

dCduycccyL. 


/*■• p a ft ft ft ft ^ f ft 
L-L.dyyy cdcc 


9 9 ft n 

Z Z O VJ 


ft ft ft ft ft ft ft ^ /-» /~< 

yccyccyacc 


4- /~» ^ 4- y— ▼ S ^ ft ft 4- 

LCatyoayCC 


ft ft ft ft ^ 4- n/fh /— t 

cyccatyycy 


aayCtCCCCC 


f* ft ft ft ft f* 4~ /-t ft ft 

cccycccccy 


ft ft ^ a 4~ ft ft ft ft 

ggagacgggg 




gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 


<210> 105 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 105 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaayyycc 


ft ft ft t~ ft ft t~ ft ft 4- 

yyyc.cct.ccL. 


ftftt~ ft ft ^3 f* ft ft ft 

ggcggacggc 


o u 


caccacctgg 


cctaccgcac 


cttccacgcc 


l* LyctayyyLL 




/-i f> ft ft ft ft ft ft ft 

ccggggggag 


i 9n 

X Z W 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


3 <~T /~\ /~i 4— pnf" pa 
ay ULULLa 


-a ftftr* ft ft 4- 

ay yLLLLLaa 


ft ft a pfpfa r~* c~\etft 

g9 a yg ac gyg 


1 ftf) 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


/^t r~* r~* r~* \~ r~* \~ 
yLL^LLULCL. 


+- /-« ftftft ft a f*fi a 

u c cy Luduy d 


pff—f ppf a f* ft fin 
yyLLLaLyyy 


9 AO 

*± \J 


gggtacaagg 


cgggccgggc 


ccccacgccg 


yayyac c t. cc 


/— ^ /— * fi/-rftft ^ O 4™ 

cccyycaac t. 


ft ft f* ft ft 4- /-i ^ 4- /-t 

cyccctcdcc 


inn 


aaggagctgg 


tggacctcct 


ggggctggcg 


cy ccccgayy 


t.cccyyycca 


ft ft ^ ft ft ft ft ft ~n 

cyayycyy ac 


JOU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


.480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 
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ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


■■7 o n 


aagct ctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


*7 o n 


aaaaggcggg 


agcccgaccg 


ggagaggct t 


agggecttte 


t ggagaggc t 


tgagtttggc 


o a n 
o40 


agcctcct cc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


o f\ n 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


c\ c n 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagecttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


ggagtggacg 


1 o n n 
XzUU 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


tacegggagg 


tggagaggee 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggectatet 


cagggecttg 


13 80 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


gcaaaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccat cgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


n o n 
1620 


aagct gaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


i n o n 
1980 


cgggcggcca 


agaccatcaa 


c 1 1 cggggt c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


o n a n 


caggagctag 


ccatccctta 


eg aggaggc c 


caggccttca 


ttgagegcta 


ctttcagagc 


o i n n 
z XUU 


ttccccaagg 


tgcgggcctg 


ga 1 1 gagaag 


accctggagg 


agggc aggag 


gcgggggt ac 


o i c n 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


222 0 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 
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gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 

<210> 106 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 106 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 
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aggtcttccg 


cctggccggc 


1440 



caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1 C A A 

1500 


cttcccgcca 


tcggcaagac 


gcaaaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


I rift 
162 0 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


174 0 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


99tggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatcgcc 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999 ca 99 a 9 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


22 80 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 107 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 107 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 
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*i /"l /"*r f% /■"Y — i 

aCCyCCgaCa 


o a ft a f» f 4— 4— t" 3 


pp2 fT f 4- f /""• 4- 4- 

c c ay c c c c c t 




f- /-« ft t~ /-< /-^ t~ 

L-^L'Ct^y L. i_ L. 




4 RO 
** 0 V 


ggg cacc tea 


+* fi ^ f* f f f ft ft f 


c~y 4— ft ft f t~ t~ 4- frfr 

c cyy c u. u t-yy 


gaaaay udL.y 


y^t L.y o.y y i«» o 


aLCciy Lyy 


^4 CI 
*± \j 


gccgactacc 


gggccctgac 


eggggacgag 


cccgacaacc 


u tccLyyy y u 


Caayyycdtc 




ggggagaaga 


eggegaggaa 


gc u t. c tggag 


gageggggga 


yectyyaaye 


/""f— /-l/-i , 4-/^Oa fT 

LuCCL Ltday 


fin 

Q O u 


aacctggacc 


ggctgaagee 


cgccatccgg 


gagaagat cc 


Cy y C CCaCaC 


ygacy auc ug 


/ z u 


a a. get c tec t 


gggacctggc 


caaggugege 


accgacc cgc 


ccctyyayy c 


yyacc c Lyt.L 


7 p n 

/ 0 u 


aaaaggcggg 


agcccgaccg 


ggagaggc 1 1 


agggc c 1 1 1 c 


t-y gay ay y c u 


4— /-* *-\ /— * 4- 4- 4— t~^t m t/~* 

uyayu u uy gc 




agcctcctcc 


acgagt t egg 


cctt ctggaa 


agccccaagg 


ccccyyayy a 


yycccLLtyy 


J? U V 


cccccgccgg 


aaggggc c 1 1 


cgtgggcttt 


gtgett tccc 


geaaggagee 


cacguggycc 




gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgt cc 


a c eggge c c c 


egagecu cac 




aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacc t 


ydycy tccty 


1 nun 


gecctgaggg 


aaggect tgg 


cc t cccgccc 


ggcgacgacc 


CCaCyCcCCt 


/~t /^r ^ ^ ^1 4— 

cycctacccc 


X J.ft u 


ctggaccct t 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gcuacyy cyy 


ggagcggacg 


i 0 c\ n 


gaggaggegg 


gggageggge 


cgccct ttcc 


gagaggece c 


ccyccaaccu 


y c ucddydyy 


1 9 fi fi 


cttgaggggg 


aggagaggct 


cctt tggctt 


t ac egggagg 


t-ggagaggee 


/~t y^i 4" 4— 4— /^i /^f « 4~ 


1 "ion 
IjZU 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


t ggc c t a t c t 


cagggccc eg 


1 Ton 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cc tggcegge 




caccccttca 


acctcaactc 


ccgggaccag 


c tggaaaggg 


lccucu u cga 


cgagc c aggy 


J. 0 V V 


cttcccgcca 


teggcaagae 


gcaaaagacc 


ggcaageget 


ccaccagcgc 


cgccgt- cc ug 


x 0 0 u 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagat cc 


cgcagcaccg 


ggagctcacc 


1 enn 
±0 Z\J 


aagctgaaga 


yCaCC LaCaC 


tgacccc t tg 


ccgyaccuca 


CCCaCtL-tay 


yc*cyyy ccy o 


1 fi AO 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggecaaguag 


c t. ccgac.ee c 




aacctccaga 


acatccccgt 


cgccaccccg 


cttgggcaga 


ggacccgccg 


gy ecu ucauc 


IOUU 


gecgaggagg 


ggtggctatt 


ggtggccctg 


gac tat age c 


agauagagc c 


cagggugecg 


1 Qfin 


gcccacct ct 


ccggcgacga 


gaacc tgat c 


eggg c c ctcc 


aggaggggcg 


yydCdtccdc 




aeggagaccg 


ccagc cygau 


y uccyy cgtc 


ccccgyyayy 


ccyuyycK-co 


ft 4— f» 3 4- fY fi f» fi 

uy ct uy L.y 




cgyycyycca 


O ft a f» f 3 4— ft a 3 

ay dCCdLCad. 


f +- 4- prtnrtnt* f 

ucyyyy 


CU^taLyyLa 


uyL-^yyv^^-^-ct 


LLy L- U *w 


s>n4n 

Z. \J *4 U 


caggagctag 


ccatccctta 


c 9 a 99 a 99 cc 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


2220 


gtgegggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 
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ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 108 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 108 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


c 999 cc 999 c 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


9999 ct 99cg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


3 60 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


T O A 
/ O U 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 
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cttgaggggg 


dyyd.yca.yyL. e 


ttLL uyyc e e 


caccyggayg 


uyy ciyciyyuL, 




1320 


+» 4— ft ft f* ^1 y**» 

gecceggccc 


at- ^**/t 3 

ataCyyaygc 


cacgggggcg 


cgcc cyy cicy 


+- nri r"P t" 3 1" p f" 
tyy^t-UdLLL 


L.cty y y l. l» LLy 


13 80 


t ccctggagg 


tggccgagga 


gat cgcccgc 


c t cgaggccg 


agy tc c uccy 


cc cygccyy t- 




cscccc t t ca 


accecaacec 


/"I /■■< ft ft ft *™i 

ccgggaccag 


cuggaaayyy 


tccccuccyd 


cgagc uagyy 




cttcccgcca 


t caagaagac 


gcaaaagacc 


ggcaagcgct 


ccaccagcgc 


cyccyccccy 




ga.yyccct.cc 


/— * f% ft ft ^1 ^ 

gcgaggccca 


ccccatcycy 


yciy aaydLCC 


cy cdy Latcy 


y y cty t_ ut—d^<— 




aagc ty aaga 


z^r /<-* 4™ ^ ^ 4"~ 

yCaCCCaCaC 


cyaccccccy 


/™i /™i /"T/T ^ /~1 /"» +~ 

CCyydLLLCa 


tLCatu^uay 


y ct L.y y y l> l* y ^ 


X D O \J 


CCCCdCaCCC 


yCCCCaaCCa 


9«cyycLocy 


y CCdCyyy L-d 


yyuLaay Ldy 




1 74 0 


aacct ccaga 


acatccccgt 


ccgcaccccg 


cc cgggcaga 


ggacccy ccy 


yycc c ttaLL. 




gccgaggagg 


ggtggctat t 


ggtggccctg 


gac tataycc 


*-\ ff 4~" ^\ /™f ^ ftf* ^ 

agauagay c c 


cdgyy eye t-y 


lOOU 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtc t t cc 


a 99 a 9999Cg 


ggacatccac 




acggagaccg 


ft *-\ ft ft 4~ ft ft **\ 4* 

ccagceggae 


ge ecggcgec 


ft f% ft ft ft ft ft ft ft 

ccccgggagg 


^* /^/"tt* ft ft ^ 

ccytyyaccc 


Lctyauycyo 


1 QPO 


f* ft ft ft ft ft /™i ^ 

cgggcggcca 


agaccaecaa 


/"I +- f— /■-* ft ft ft ft f* 

c e tcyggycc 


+- /—i 4— y^l *"< ^ 

ccctaCyyca 


uyucyytccd 






caggagctag 


ccatccct ta 


x*i ft ft «fi ft ft /™i 

cgaggaggcc 


-71 /^r j^-f /-^ 4" /™1 Tx 

CayyCCtCCa 


c cgagcy ccd 


CL-L.ec d.y ciy e 


9 1 n n 


t tccccaagg 


tgcgggcctg 


gaeegagaag 


^ /"^* f% ^ ft ft ft ft 

accc uggayy 


ft ft ft f* ^ ft ft ^ /™T 

a 999 ca 99 a 9 


9 c 99999 uac 


91 fin 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


^ ~i ft —\ ft ft f* f+ f* ft 

cagaggcccg 


ft ft ^ /^T ^ /^f ^ ft^* 


9 9 9 0 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


4* ft ft ft fi ^ f+ 

cccagggcac 


eg ccgccy dt 


9 9 AO 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ft ft ft ft ft ft ^ ^ /^f 

ggccaggaeg 


Z j *t U 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9t9 




gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


z4 b U 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


ZD J- / 


<210> 109 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 109 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ceggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggectacgag 


240 
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nnn t* a r p* a nrr 


p cs cs cs p c cs cscs p 


W . V^r K*4 


y ciy y ci u> 1— w 


\* Zj Zj ^* ^ I* 


coccctcat p 

^-j «w V-^ V— " V d V" u 


300 


aa.yyay v«» ^*yy 


t~ aaa c c t c c t 


yyyy^ •-yy^y 


poppt" coaaa 


t cccgggct a 


egaggeggae 


360 


na pat - rrt era 


ppaccctaac 


caaaaaaaca 


aaaaaaaaaa 


get acgaggt 


ccgcatcct c 


420 


G% ^ ~"J Vh* 4 \^ 


aaaaccttta 


ccaoctcctt 


tccaaccaca 


tecaegt cc t 


ccaccccgag 


480 


nnn t~ ,a r r t~ r p* 
y y y i_ ci ^ L>v_,ct 




rtncirt f~ t" on 


aaaaaatapa 


ac c\~ a Raac c 

3 "3 i3 »3 


paappaot aa 


540 




nnn c i~ na r» 

y y j L.yciv_> 


yyyy y y 


L- v„ y ci cic*. ^ v-. 


t~ t~ rr ccici ciot' 
" ■ " y y 


c Pi Pi a a cic Pi t~ p 

V— ' a ay y y a i»> 


600 


yyyyayaaya 


y y y yy 


or 1 1* t~ c t~ rrrr ^ a 


y«y ^yyyyy 01 


opptoaaaap 


ppt"ppt"p^^9a 


660 


CA W V_r I— y y a\_r W 


a a c f~ a Pi 3 cj p p 


pappat c^coci 


aaaaaaat pp 


taapecacat 


aaacaatcta 

ZD ZD ZD ZD 


720 


aaart" pt~ ret 


aacracctaac 


caaaatacQC 


accgacctgc 


ccc tggaggfc 


ggact tegee 


780 


aaaaaaraaa 

Gl wA. ^ \^ ^— j 


aacccaaccc 


aaaaaaactt 


agggc c 1 1 1 c 


t ggagaggc t 


tgagt ttggc 


840 


;a.appt~ rrt rr 


a per a at" t" ran 
dvy ^y u ^^yy 


ppt~ t* ptoaaa 

v-- v^. ^ uyy cic* 


^ cic ccc Pi Pi on 

ay ^>^<v^aayy 


ccctaaaaaa 

w *w w y ^ ~3 r3 c*. 


aaepppe taa 


900 


P fT , fTTTP P CTf*T 


0. ay yyy l. 


potaaopt" t" t~ 
^y y y y ^ ^ 


at - apt" ttppp 


opaaaaacfpp 


pat - at - cjcicic c 

" a *-y i»yy y \-r w 


960 


na +- #^1 -f- f* ^ t~ nn 
y ct u ^ u tyy 


e*f*r* i~ f~TpT c* c^nr* 

y~*\~\*t <-y y ^-^y ^ 


(^y cty y y y 


yy t-L.yL.y l.^_>^ 


^^^yyy ^ 


paflappt t* a t~ 

y y <— a 


1020 


aaanpppt pa 


y y y y ctct 


ygdyycycyy 


yyy u.v^i«.v».y 


ppaaa a^ Ppt 
V— K~ CI ct ci y Cl*^ L> 


aaapat t" p t~ a 
y oy ^y u. *--y 


1080 


y 0 \— u.y ay y y 


*<*yy^*' ^* *^yy 


ppt~ c*r , c i cicc'c 


yy^youy 


PPStfJPt PPt~ 


rorrtsrpt p 


1140 


p 1* aaa ppntt 


paaapsppar 


^.u^^y ci yyy 


rjt~ acrpppaap 


apt" picaaccici 


dapicst aapicci 
yy y yy y 


1200 


aa nna anr nrr 
yciyyctyy^yy 


yyya.ycyyyt. 


cacHct" ttpp 


y ciy ciy y ^u^l. 


t* pappaappt 


apt - i~ aaaaca 

y v-^ 0 a ay ay y 


1260 


p t~ t~ rip* nnnnn 
cuuyciyyyyy 


3 crasascrcrpi - 
"■yy c*y «y y ^ 


ppt 1~ t~ aapt* t - 


hap pnaaa an 
uo.^^yyy ciyy 


uyy c*. y ay y 


ppt* t~ tccapfc 


1320 


nt rrt nnp pr 


dL.ciL.yyciyy^> 


cacgyyyy cy 


tv^ ^yyci^y 


t" aap rt At rt 


p a CSC5CSC p t" t - a 
\* »y yy l- \— y 


1380 


\~ ccct~ aapicsd 
1^ v— "v-* L-y y ay y 


L-yy*^^yciyyd 


y c*. L.v^y v^uuy v 




saat" pt~ t - p pa 


pptaapcaac 

v*- v»« i»yy V— ' ^yy 


1440 


rarrrrt trs 

n-' CI V_ l_- C- CI 


apptpaaptp 


ppaaaappaa 
y y y ci d^-j 


ptaaaaaaaa 


tpptctttaa 


caaactaaaa 

^■y ay ^*y y y 


1500 


cttcccacca 


tcaacaaaac 


acaaaaaacc 


aacaaacact 


ccaccagcgc 


cgccgtcctg 


1560 


aaaaccctcc 


acaaaaccca 


ccccatcata 


gagaaga t cc 


tgcagtaccg 


ggagctcacc 


1620 


aaaptaaaaa 


aparctacat 


taaccccttcr 


ccggacct ca 


tec ac ccc ag 


gacgggccgc 


1680 


l_> ^ W a W d *— ' 


apttpaappa 




Zj ^* Zj Z3 Zj 


aactaaataa 

ZD ZD ^ t*** ZD ^* ZD 


ctccgat ccc 


1740 


aarrt ccpicipi 

CA C4 V— * ^ *w Vw^ ay CV 


araf CC , C , C t CSf' 

Cl^rCt. ^ V— ^ W W l_ 


ppQpappppci 


rt toaapaaa 


aaat ppacca 

^3 Z3 ^ >W NW V — j 


aac c 1 1 c a t c 

1^ \^ W 


1800 


nr prf3 era a rrrr 
yc^yctyy ctyy 


f-T/-T<- ncic tat*t- 

yy ^y y ^ c- ex 


ant" rjar*r i r't~ a 

yy y y ^*y 


nart A tacrPP 


arra taaaCfPt 
ay a ay ^y ^ ^ 


paaaatapto 
^* "-y y y *~ y ^* y 


I860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


aeggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 
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ttccccaagg 


tgcgggcctg gattgagaag 


accctggagg 


&999caggag 


gcgggggtac 


216U 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cqqccgagcg 

ZJ ZJ Z) ZJ 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


CatQQaQQQQ 

^^^ZJZJ^ZJZJZJZJ 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 110 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 110 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


- 240 


gggtacaagg 


cgggccgggc 


cgagacggag 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


*"7 o n 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


/oU 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtt tggc 




agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 
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gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


T T A A 


ctggaccct t 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gc t aeggegg 


ggagtggacg 


1 O C\ Ci 


gaggaggcgg 


gggagcgggc 


cgccc tt tec 


gagaggctct 


tcgccaacc t 


get taagagg 


1 OCA 


cttgaggggg 


aggagaggct 


cctttggctt 


tacegggagg 


tggagaggee 


cctt tecget 




gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggecttg 


i o q a 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


144 0 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


T C A A 

lbUU 


cttcccgcca 


tcggcaagac 


gcaaaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcctg 


T C C A 

lob V 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


T C O A 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


t ccaccccag 


gacgggccgc 


i con 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 *"7 A A 

1 /4U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1 O A A 

1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1 O O A 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1 Q O A 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctct cc 


n A A A 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


O T A A 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999 ca 99 a 9 


gegggggtae 




gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


1 1 O A 

2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


o o q n 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


ta 9999 a 99 a 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 



<210> 111 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 111 
atgaattcgg 


ggatgctgcc 


cctct ttgag 


cccaagggcc 


gggt cccccu 


ggtggacggc 


D U 


caccacctgg 


cc taccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


ion 


ccggtgcagg 


cggtctacgg 


ct tcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


T Q A 

loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


cccgccacga 


ggcct acggg 


o a n 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggact ttc 


cccggcaac u 


cgccct catc 


inn 
J U w 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


jDU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


y-l y^ y-w y*t /"I y^« 4— y—* 

ccgcatcccc 


/ion 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


/l Q A 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


c ^ a 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


c~ c\ c\ 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcc tggaagc 


cc tcct caag 


CCA 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgat ctg 


/ zv 


aagct ctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggact t cgcc 


n fl n 

/oil 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 




agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


Q A A 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


Of A 

ybo 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1 Uz U 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgt tctg 


i rt Q n 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcccacccc 




ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1 O A A 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1 O £ A 


cttgaggggg 


aggagaggct 


cctctggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1 "3 1 A 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggcc ttg 


i oon 
J.O oU 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


i / /in 


caccccttca 


acct caactc 


ccgggaccag 


ccggaaaggg 


^ /*i 4- +*■ ^ *^ 

CCCuCtCCya 


cgagccaggg 




cttcccgcca 


tcggcaagac 


gcaaaagacc 


ggcaagcgc t 


ccaccagcgc 


cgccgccccg 


loou 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


cgcagcaccg 


ggagcccacc 


i con 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 
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gcccacctct 


ccggcgacga 


gaacccgacc 


cgggtcttcc 


aggaggggcg 


ggacacccac 




acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1 you 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


0 n a n 


caggagctag 


ccacccccca 


egaggaggee 


caggccccca 


u tgageget a 


cc c. ccagagc 




t uccccaagg 


cgcgggcc eg 


gat tgagaag 


accccggagg 


agggcaggag 


gegggggcac 




gtggagaccc 


tc t ccggccg 


ccgccgccac 


gcgccagacc 


cagaggcccg 


4/* fa fa^**ffa^*^< 

ggegaagage 


noon 


gtgcgggagg 


cggccgagcg 


catggect tc 


aacatgcccg 


tccagggcac 


cgccgccgac 


*5 O Q O 
Z ^ O U 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 




ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cc tggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 


<210> 112 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 112 
atgaattcgg 


ggatgetgee 


cctctttgag 


cccaagggcc 


gggcccccc c 


ggtggacggc 


b u 


caccacctgg 


cctaccgcac 


cttccacgcc 


ccgaagggcc 


ccaccaccag 


ceggggggag 


XzU 


ccggtgcagg 


eggtctaegg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 




gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 




gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


inn 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


j bU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gcuacgaggc 


CCgCatCCCC 


ft ^ u 


accgccgaca 


aagaccttta 


ccagctcctt 


cccgaccgca 


tccacgcccc. 


CCaCCCCyay 


/t on 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaaguacg 


gcccgaggcc 


cgaccagcgg 


c/in 


gccgactacc 


gggccctgac 


eggggacgag 


cccgacaacc 


t-ucccggggc 


Caayyycatc 


OKJvf 


ggggagaaga 


eggegaggaa 


gcttctggag 


gagtggggga 


gectggaage 


cctcctcaag 


660 


aacctggacc 


ggctgaagee 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgege 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 
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tggagaggct 


tgagtttggc 


840 



agcctcctcc 


y~< y^c *a /"*r 4" ft ft 

acgagt t egg 


ft ft 4™ 4™ ft ^ fwft 

cc t tc tggaa 


— s f*f* y*^ y"* y**| *a f™\ ft ft 

agccccaagg 


ccctyyayya 


yyccccctyy 




cccccgccgg 


*-* ftftftft f* ft 4* 4— 

aaggggcc t t 


cgtgggc t t t 


gcyctutccc 


ycadyyaycc 


cocytyyyct 




gate t t C tyg 


y— * y-*t y**i ft ft n f* fm y"1 

ccc tggccgc 


cgccaggggc 


yyccgcyucc 


cic t.yyy t-ct-t. 


cyciy 1. 1- 1 Lau 




■■"^ *a 4- ff | 

aaagcccLca 


gggacctgaa 


ggaggegegg 


g g gc ttct, eg 


ULaaayaLLL 


y ciy cy tLtuy 


1UOU 


gccctgaggg 


aaggcct tgg 


y-^1 ^ y^ y— 1 a y— * y-^ 

cc t cccgccc 


ft ft f* ft y*> /■* T*fc y**« /-^ 

ggcgacgacc 


ccat.gct.ccu 


cgee tacc t c 


i i a n 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


/-! ^ f* ft ft f* ft ft 

gcuaeggegg 


ggagtggacg 




gaggaggcgg 


gggagcgggc 


cgccct ttcc 


gagaggctct 


tcgccaacct 


get taagagg 


1 oca 
XZ b U 


cttgaggggg 


aggagaggct 


cctt tggctt 


tacegggagg 


tggagaggee 


cct t tecget 


i ion 
X J z U 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggee tat c t 


cagggect tg 


looU 


tccctggagg 


tggccgagga 


gatcgcccgc 


ct egaggecg 


f*ft\~ f* 4~ 4* /** y™i /*▼ 

aggtcucccg 


/— » /—i 4— ft ft f* ft ft ft ft 

cc tggcegge 


1 A A fi 


caccccttca 


acct caact c 


ccgggaccag 


/"^ 4" ft ft *^ "f\ ft ft ft 

c tggaaaggg 


4— ft f \ +* ^ ^ ^ ft ^ 

ccctccttya 


cgagc tcagg 


1 n n 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaageget 


ccaccagcgc 


cgccgtcctg 


lob U 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


T C O A 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


i con 


ctccacaccc 


get tcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


c tccgat ccc 


X /4 U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ft ft 4— /^i ft ft f\ fi ft 

ggacccgccg 


ft ft ft ft 4* 4*~ /^i -a 

ggc cttcatc 


i q n n 


gccgaggagg 


ggtggctat t 


ft ft ^ fr fr f* ft fi 4- y-w 

ggtggccc ug 


/™r ^ fa 4" »a ft ft ft 

gac ta tagee 


agatagagc t 


cagggtyc tg 


x o o u 


gcccacct ct 


ccggcgacga 


gaacctgatc 


egggtett cc 


*-s ft ft ft ft ft ft f* ft 

aggaggggcg 


ft ft fa fa 4~ /i 

ggaca tccac 


X i?Z u 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


f* f*ft^ ft ft f* f* ft 

ccgcggaccc 


/^i ^ fa ^ y^r ft ft ft 

cc tgatgege 


xy ou 


cgggcggcca 


agaccatcaa 


c 1 1 egggg t c 


ctctacggca 


tgtcggccca 


ccgcc t cccc 


o n a n 
zU4U 


caggagctag 


ccatccct ta 


cgaggaggc c 


caggccttca 


ttgagegcta 


c t t t cagagc 


")1 Art 

Z xu u 


ttccccaagg 


tgcgggcctg 


gattgagaag 


•*\ f% +- ft ft ft ft 

accc tggagg 


ft ft ft f* ~*s ft ft fa ft 

agggc aggag 


ft f* ft ft ft ft ft 4* fa 

9 c 99999 tac 


Z XO VJ 


gtggagaccc 


tcttcggccg 


ccgccgc tac 


gtgccagacc 


^ ^ ft fa ft ft ft f* ft ft 

cagaggcccg 


^* /"w /^t fa *a ft fa ft ft 

ggtgaagagc 


*? o o n 
zz z u 


4* /T ft frftfr *n ft ft 

9 c 9 c 999 a 99 


cggccgagcg 




aaLaiyCcCy 




t* y t- u» y o w y d t- 


z> ^ O \J 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9t9 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 
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<210> 113 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 113 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 
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tcctctttga 


cgagctaagg 


1500 



cttcccaaga 


tcaacaagac 


gaagaagacc 


ggtaagcgct 


ccaccagcgc 


cgccgtcctg 




gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


cgcagcaccg 


ggagcccacc 


icon 


aagctgaaga 


gcacc t acat 


tgacccc t tg 


ccggacc tea 


uccaccccag 


gacgggccgc 


icon 


ctccacaccc 


gc ttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


c t ccgat ccc 


T 1 A Ci 
± f ft U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


loUU 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


loo U 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


T O O A 

iy^u 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


T Q Q A 


c 999 c 99 cca 


agaccatcaa 


c 1 1 cgggg t c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


Z Uft u 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagegcta 


ctttcagagc 


o i a a 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a gggcaggag 


gegggggtae 




gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


222 0 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


*1 O O A 

2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


1 *3 /I A 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 


<210> 114 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 114 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


c n 
o U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggee 


tcaccaccag 


ceggggggag 


1 O A 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


99 a 99 ac 999 


i on 
loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggee tacggg 


o a n 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 
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tccacgtcct 


ccaccccgag 


480 



gggtacctca 


ccaccccggc 


ccggc c txgg 


gaaaagtacg 


ycct.ya.yycc 


cgaccag cgy 




gccgaccacc 


gggccccgac 


cgggyacyag 


CCCyaCaaCC 


u ucccyyyy c 


Uciciyyy \Jcn_vJ 




ggggagaaga 


cggcgaggaa 


get uccggag 


gagtggggga 


gcccggaagc 


cc t cc tcaag 


oou 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


cggcccacac 


ggacgat ccg 


ion 


aagctctcct 


gggacctggc 


caaggtgege 


accgacctgc 


ccctggaggt 


ggacttcgcc 


/ 0 u 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


fcggagaggct 


tgagtttggc 


Q ^ A 


agcctcctcc 


acgagttcgg 


cct tctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


q n n 
y U U 


cccccgccgg 


aaggggcct t 


cgtgggctt t 


gugcu txece 


geaaggagee 


cacgcgggcc 




gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccccau 




aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgucccg 


1 n q n 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1 T /l A 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


ggagtggacg 


1 nnn 

IzUU 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggc t c t 


tcgccaacct 


gc 1 1 aagagg 




cttgaggggg 


aggagaggct 


cctttggctt 


tacegggagg 


tggagaggee 


cctt tecget 


T Q O A 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggect tg 




tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


T A A A 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctt tga 


cgagctaagg 


1 C A A 


attcccaaga 


tcaagaagac 


gcataagacc 


ggtaageget 


ccaccagcgc 


cgccgtcctg 


T C C A 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


n o a 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1 C Q A 

lb 0 U 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagfcag 


ctccgat ccc 


± / ft u 


aacct ccaga 


acatccccgt 


ccgcaccccg 


ct tgggcaga 


ggatccgccg 


yycCLUCatc 


1 pnn 
loUU 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


aga t agagc t 


cagggtgctg 


lobU 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacauccac 


1 o-in 
1 u 


acggagaccg 


ccagctggat 


gttcggcgtc 


c c c egggagg 


ccgtggaccc 


cctgatgcgc 


1 y 0 u 


cgggcggcca 


agaccatcaa 


c c t- egggg v, c 


ct ccacggca 


uy ucyy ccca 


ccycctcL.cc 


Z Uft u 


caggagctag 


ccatccctta 


egaggaggee 


caggccc cca 


ctgagcgcca 


cct- izcagagc 


0 1 A A 
Z 1U U 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 
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ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 




gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 




gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


zbl / 


<210> 115 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 115 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


D U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


ucaccaccag 


cc 999999^9 


ion 


ccqqtacaqq 


cggtctacgg 


cttcgccaag 


agcccccuca 


aggcccccaa 


99^99 ac 999 




gacgcgqtqa 


tcgtggtctt 


tgacgccaag 


y-T /"I /"i ^ S~+ /"* ^ 

yCCCCCCCCc 


tccgccacga 


ggee cacyyy 


£ ** u 


qqqtacaaqq 


cqggccgggc 


ccccacgccg 


gaggactttc 


cccggcaac t 


cgcccccauc 


inn 


aaggagctgg 


tggacctcct 


9999ctggcg 


cgcctcgagg 


ccccgggc ca 


egaggeggae 




gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcct c 


a o n 
4Z U 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcc t 


ccaccccgag 


/ion 
41 o U 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagcgg 




gccgactacc 


gggccctgac 


cggggacgag 


cccyacaacc 


tccccygyyt 


c a. a.y y y v- ci L. O 






caacaaaaaa 


gcttctggag 


gagtggggga 


gectggaage 


CCCCCtCaay 


ODv 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagaucc 


cggcccacat 


yyacyauc cy 


79 0 
/zu 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacccgc 


ccccggaggu 


ggact. t cgee 


/ o u 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcct etc 


eggagagge c 


cgagu u uggc 


RAH 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


gg c c c c c t.gg 


y u u 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gege tccccc 


geaaggagee 


Cacytyyycc 




gatcttctgg 


ccctggccgc 


cgccaggggc 


yyCCyCyLCC 


accyy y cccc 


/^/■>ia /--r ppi" t" 3 t" 

CyayCCLLau 




aaagccctca 


gggacctgaa 


ggaggcgcgg 


ygy c t. tc ccy 




y ciy t-y utLuy 


1 OfiO 

IUOU 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


tacegggagg 
- 263 - 


tggagaggee 


cctttccgct 


1320 



gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 1380 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctcagg 1500 

cttcccaagt tgaagaagac gaagaagacc ggtaagcgct ccagcagcgc cgccgtcctg 1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 162 0 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 2 040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 

ctccttcagg tcgccaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 116 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 116 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 120 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 300 
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aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


c 9 a ggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


c 99 c 9 a ggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctcagg 


1500 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaagcgct 


ccaccagcgc 


cgccctcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 /4U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 
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gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 
gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 
ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 
ctccttcagg tcgccaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 
gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 
9 a 99t9999 a taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 117 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 117 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg gacccctccg 


acaacctccg 


aggggtcagg 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 
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gcctacctcc tggacccttc gaacaccacc cccgaggggg tggcgcggcg ctacgggggg 1200 

gagtggacgg aggacgccgc ccaccgggcc ctcctctcgg agaggctcca tcggaacctc 1260 

cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 1320 

ctctcccggg tcctggccca tatggaggcc accggggtac ggcgggacgt ggcctacctt 1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 162 0 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 174 0 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 

caccac 2526 
<210> 118 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 118 
atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agtataccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 
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cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2 04 0 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 222 0 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2 34 0 

gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 240 0 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 246 0 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 252 0 

caccac 2526 
<210> 119 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 119 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcaggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 
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gacctcgccc 


aggggcggga 


gcccgaccgg 


9 a 9999 ctta 


gggcct t cc t 


ggagaggctg 


O A f\ 


gagt tcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agct taaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagct taggc 


ttcccgcctt 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


a cggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


a g a gcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga 


9999 a 99 aa 9 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


222 0 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 




gcccgcatgc 


tcctccaggt 


cgccaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


a 99t9999 a t 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 
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<210> 120 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 120 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


999tacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


c 9 a 99 c 99 ac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 
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tcctctttga 


cgagctcagg 


1500 



cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaagcgct 


ccagcagcgc 


cgccgtcctg 


IbbU 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


i c o a 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 /4U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggcct tcatc 


1 O A A 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


loo U 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


192 0 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


c 9 a 99 a 99 cc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


gg a 9gccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 121 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 121 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


6U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


1 O A 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


99 a 99 ac 999 


1 OA 

loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcc tacggg 


o a r\ 


gggtacaagg 


cgggccgggc 


cgagacggag 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


c 9 a 99 c 99 ac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 
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tccacgtcct 


ccaccccgag 


480 



gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


C A f\ 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


oOU 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 




aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


*7 o n 
/ z U 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


cc c tggagg t 


ggacttcgcc 


/oU 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


Q A C\ 

o4U 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


A A A 

900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


102 0 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


~\ A O A 

lOoU 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1 1 A A 
1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1 O A A 
1^00 


gaggaggcgg 


999 a 9 c 999 c 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


n o o A 

1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctcagg 


1500 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaagcgct 


ccagcagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


T C O A 

1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1 C O A 

looO 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


T O A A 

loOU 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


ca gggtgctg 


1 O £ A 

1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 




acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 




cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


o c\ a n 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


Ol Art 

zlUU 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 
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ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99ccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2 517 


<210> 122 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 122 
atgaattcgg 


qqatqctqcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


99t99 ac 99 c 


b U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


ion 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


i on 
loU 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


O A C\ 


gggtacaagg 


cqqqccqqqc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


3 00 


aaqqaqctqq 

ZJ Z) ZD ZJ ZJ 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


JbU 


qacqtcctqq 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcat cctc 


4 Z U 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


t ccacgt cc t 


ccaccccgag 


A Q d 


gggtacctca 


tcaccccggc 


ctqqctttqq 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


c a n 


gccgactacc 


gggccctgac 


cqqqqacqaq 


tccgacaacc 


1 1 c c cgggg t 


caatggcat c 


bUU 


ggggagaaga 


cggcgaggaa 


qcttctqqaq 

ZJ Z3 3 z» 


gagtggggga 


gcctggaagc 


cctcctcaag 


c c c\ 
bbU 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


/ 6 U 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


Ton 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtt tggc 




agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccc egg 


onn 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgc t t t ccc 


g c aaggagc c 


cacgcgggcc 




gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagcett at 


1 A*) A 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagegt t ctg 


i non 
luou 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 
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gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1 O O A 

1380 


t ccct ggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtct t ccg 


cc tggccggc 


1 A A f\ 


caccccttca 


acct caactc 


ccgggaccag 


ctggaaaggg 


tcctct ttga 


cgagctcagg 


i c a a 


cttcccaagt 


tgaagaagac 


gaagaagacc 


gg t aagcgc t 


ccagcagcgc 


cgccgt cc tg 


looU 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1 f Oft 


aagctgaaga 


gcacctacat 


tgacccct tg 


ccggacctca 


t ccaccccag 


gacgggccgc 


1 C Q A 

looU 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


c 1 1 gggcaga 


ggatccgccg 


ggccttcatc 


1 O A A 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagc t 


cagggtgctg 


1 Q C A 


gcccacct ct 


ccggcgacga 


gaacctgat c 


cgggtcttcc 


a 99 a 9999cg 


ggacatccac 


1 Q O A 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1 O O A 

1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A A A 

z04 0 


caggagctag 


ccatccctta 




caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999caggag 


9 c 99999 tac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


1 O 1 A 

2220 


gtgcgggagg 


cggc cgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


zzbU 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99ccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 123 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 123 

atgaattcgg ggatgctgcc 


cctctttgag 


c c c aagggc c 


gggtcctcct 


ggtggacggc 


b U 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 
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a a /Tfr a /r f 4- ft ft 

aayyayctyy 


tgg«cctcct 


9999*- tcacg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


JoU 


n a pot* prh rrn 
y d y l. L.y y 




pa a /~» a zi ft ft f* ft 
\* dcty ctcty y o_ y 


/-» a a a a /T/-Y a /~r/~t 

y aaaaggay y 


gecacgaggt 


ft ft ft ft 4— ^| f% 

ccgcaucccc 






aarraprt - t~ t* a 


^tayctcctL 


tccgaccgca 


tccacgtcct 


ccaccccgag 


/ion 


yyy uciL,t_ ut^ci 


4- /-i a ppop ft ft f 

ccdccccggc 


ccggccccgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


c a n 


t—m f>ft a /~t 4- a /"■■ /~« 

gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


ttcccggggt 


caagggcatc 


f r\ r\ 

600 


ggggagaaga 


cgc agaggaa 


get tctggag 


gagtggggga gectggaage 


cctcctcaag 


660 


aaCCCyyaCC 


ggctgaagee 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


a a frf* 4~ 4- /"■» +- 

aayCtCCCCC 


ft ft ft /"I 4~ ft ft f* 

gggacc tggc 


caaggtgege 


accgacctgc 


CCCtqqaqqt 

zjzj zjzj w 


ggacttcgcc 


780 


— \ ^ ft ft ft ft ft ft 

aaaayycyyy 


agcccgaccg 


99 a 9 a 99C 1 1 


agggecttte 


Aggagaggct 


tgagtttggc 


840 


a ft ft /-» 4— /■■» 4— 

age CtCCCCC 


ft ft f?\ ft ^ ^ ft ft ft 

acgagc tegg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggc c 1 1 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


960 


yacccccugg 


ccctggccgc 


cgccaggggc 


qqcCQCQtCC 


accgggcccc 


egagecttat 


102 0 


aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccccgaggg 


aaggee t tgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


/-i +- /~tft ^> /I /-» /"I +— t— 

cuyyciccccu 


fi ft ^ "T\ ft "T\ ft ft T> ft 

cgdaCaCCoC 


ccccgagggg 


qtqqcccqqc 


qctacqqcqq 

-3 Zjzj zJzj 


ggagtggacg 


12 00 


r~r a ft ft a i~f ft f ft ft 

gaggaggegg 


gggageggge 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


IzbU 


/** ^ ^~ /*T ^ ft ft ft ft ft 

cctgaggggg 


aggagaggct 


cctttggctt 


taccqqqaqq 


tqqaqaqqcc 

^zjzj zj zjzj 


cctttccgct 


1320 


/"Y /"I ft ft ft ft ft 

gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggecttg 


1380 


t ccctggagg 


tggccgagga gatcgcccgc 


ctcqaqqccq 


aggtcttccg 


cctggccggc 


1440 


cacccct tea 


acctcaactc 


ccgggaccag 


ctqqaaaqqq 

v ^ ^7 —~ ZJ ZJ ZD 


tcctctttga 


cgagctcagg 


1500 


/"* ^ fA ft ft "*\ v"T ^ 

CtlCCCaagC 


tgaagaagac 


gaagaagacc 


ggtaageget 


ccagcagcgc 


cgccgtcctg 


1560 


j"^ff ^ ft ft ft ft ft ^ ft ft 

g«gyc ccccc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


162 0 


a a ftf* 4~ >-f ^ /-» — * 

aayCtgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


r-i 4- /~t /"•» -3 f ft f f 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 /4U 


aaCCCCCaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1 O A A 

1800 


ft ft ft fr ^ ft ft ft ft 

gecgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


t O C A 

1860 


ft ft /~1 S /I 4~ 4~ 

gcccacctcc 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


aeggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


etteggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gegggggtae 


2160 
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gt-ggagaccc 


f- f- f- (~< cin c f n 




f~* 4- #~» /~* -j «a (-1 

yuyccayacL 


l. dy cty y oy 


/Tit 4- ana nr* 

yy uy ddydy t_ 




gcgcgggagg 


/~i r*r/~i c d Ct t~< Ci 

cgyccydycg 


v-duyyt-t-ccc 




i» LrCty y y t— en— 




2280 


c tcacgaagc 


uggcc auggc 


gaagctcctc 


cccaggc ugg 


/-»/-* ^ n n f- strict 

ayy dad t.ygy 


yyccdyya ty 


Z J ft \J 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9 t 9 




gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


zbl / 


<210> 124 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 124 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


ggg t. cccccu 


yy tyy acy y c 


o u 


caccacctgg 


cctaccgcac 


cttccacgcc 


c tgaagggc c 


ucaccaccay 


cc 999999 a 9 


i 9 n 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


ayCCtCCLCa 


ayycccccdd 


ggaggacggg 


J. O V 


gacgcggtga 


tcgtggtct t 


tgacgccaag 


yCCCCCCCCC 


t.ccgccacga 


yycctacyyy 


9 a n 

Z ft u 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggac tx cc 


cccggcaacu 


cyccct-Catc 


7 n n 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


jDU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gccacgaggc 


/^r /"^i *^ +- /^i 4— /^t 

CCyCaCCCLC 


/l O A 


accgccgaca 


aagaccttta 


ccagctcctt 


cccgaccgca 


cccacgccct- 


CCaCCCCyay 


a p n 
*± o u 


gggtacctca 


tcaccccggc 


ctggctttgg 


y aaaay CaCy 


ycccy ayy cc 


cyaucaycyy 




gccgactacc 


gggccctgac 


cggggacgag 


4- /T r^i o ^ /■» 

CCCyaCaaCC 


t. l. CQ-.cy y yy t- 


L-ddyyy tdiy 


D U v 


ggggagaaga 


c 9999 a 99 aa 


gcttctggag 


9 a 9^99999 a 


ycc uyy ddy c* 


COLLLLLa Cty 




aacctggacc 


ggctgaagcc 


cgccatccgg 


yayadyaLCC 


4— i~r/~rf< /-I y-1 3 /-» 3 4- 

LyyCCCdOaL 


yydwydut^uy 


79 0 


aagctctcct 


gggacctggc 


caaggtgcgc 


aCCyaCCCyC 


cccuyyayy t 


y y dt c. t-wyt-L 


7 fl 0 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


ayyy cc u. t. tc 


uy y dy dyy o t 


4- /— r o /— r 4- f- 4- /"tit /-i 

uy dy t- u uyy v_ 


fl A 0 


agcctcctcc 


acgagttcgg 


ccttctggaa 


dy co^o-t^ddyy 


t-u^uyyayya. 


yyu^^LLLyy 


Q00 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


geaaggagee 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagecttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 
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ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 

ZJ zj zj zj 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 

ZJ ZJ ZJ ZJ 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


CCtqqccqqC 

ZJZJ ZJZJ 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctcagg 

ZJ ZJ w 3 3 


1500 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaagcgct 


ccagcagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


o f-t t" z$ n n i~ 
oy ci Lay ay w u 


<~ cty y y u y ^ l. y 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aQaaaaacrca 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


/~» r~r 4— ^ /—i 

ccyL.gga.ccc 


CCtyaCyCyC 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 125 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 125 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 
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I 



ccggcycagg 




C L LCy CCdciy 


ayC CCCCLLa 


ayy CCC llad 


99 a 99 ac 999 


1 an 

J.OV 


gacgcggcga 


tcgtygccct 


tyacyccaay 


j-T /~l y-t /-1 /-1 4- /-I /""» 

gccccctccc 


cccyccacyo 


yyce tacyyy 


Z rt U 


gggtacaagg 




ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


■JAft 


aaggagctgg 


tggacctcct 


ggggt tcacg 


cgcctcgagg 


tcccgggcta 


egaggeggae 


JbU 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


4 z U 


accgccgaca 


aagaccttta 


ccagctcct t 


tccgaccgca 


tccacgtcct 


ccaccccgag 




gggtacct ca 


tcaccccggc 


ctggctt tgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 




gccgactacc 


gggccctgac 


eggggacgag 


cccgacaacc 


cccccggggc 


caagggcauc 


buu 


ggggagaa t a 


cggcgaggaa 


get tctggag 


gagtggggga 


gectggaage 


cctcctcaag 


c a r\ 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


Tin 


aagctctcct 


gggacctggc 


caaggtgege 


accgacctgc 


ccctggaggt 


ggacttcgcc 


«"7 O A 

/oU 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggecttte 


tggagaggct 


tgagtttggc 




agcctcct cc 


acgagt t egg 


cct tctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


0 a n 

y u u 


cccccgccgg 


aaggggect t 


cgtgggctt t 


gtget t t ccc 


geaaggagee 


catgtgggcc 


you 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagecttat 


t c\ 0 n 


aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


T n q n 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1 ~y a r\ 


ctggaccctt 


cgaacaccac 


c c c eg agggg 


gtggcccggc 


getaeggegg 


ggagtggacg 


Xz U U 


gaggaggcgg 


gggageggge 


cgccctttcc 


gagaggctct 


tcgccaacct 


gcttaagagg 


t 0 c r\ 


cttgaggggg 


aggagaggct 


cctt tggctt 


tacegggagg 


tggagaggee 


cct t t ccget 


1 *3 0 n 


gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggee t tg 


1 Ton 

IjOv 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtct tccg 


cctggccggc 


T A A f\ 
X4 4 U 


cacccct t ca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctcagg 


t c n 
lb U U 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaageget 


ccagcagcgc 


cgccgtcctg 


1 ccn 
IboU 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


ibzU 


aagccgaaga 


gcacctacat 


ugaccccccg 


ccggacct ca 


tccaccccag 


yacgygccgc 


icon 
x 0 0 VJ 


CtCCoCaCCC 


gctlCaaCCa 


yo.cyycca.cy 


yccacyyyca 


yyctoaytay 


CtCCydLLLC 


1 740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 
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cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 2040 
caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 2100 
ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 2160 
gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 
gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 2280 
ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 
ctccttcagg tcgccaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 
gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 
gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 126 
<211> 2517 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 126 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggttcacg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaagc 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 
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gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


egagecttat 


T A o A 


aaagccctca 


gggacctgaa 


ggaggegegg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


lUoU 


gccctgaggg 


aaggect tgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


i i a a 
114 U 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


99 a 9tggacg 


i o n. n 


gaggaggcgg 


gggageggge 


cgccctttcc 


gagaggctct 


tcgccaacct 


gc 1 1 aagagg 


1 O C A 


cttgaggggg 


aggagaggct 


cctttggctt 


tacegggagg 


tggagaggee 


cctt tecget 




gtcctggccc 


atatggaggc 


caegggggtg 


cgcctggacg 


tggectatet 


cagggecttg 


T O O A 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


T A A A 
144 U 


cacccct tea 


acctcaactc 


ccgggaccag 


ctggaaaggg 


^ A A 4- A 4- 4— ~-t 

tcctctttga 


cgagctcagg 


T C A A 


cttcccaagt 


tgaagaagac 


gaagaagacc 


ggtaageget 


ccagcagcgc 


cgccgtcctg 


1 C C A 

Ibb U 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1 C O A 


aagctgaaga 


gcacctacat 


tgacccct tg 


ccggacctca 


tccaccccag 


gacgggccgc 


lb o U 


ctccacaccc 


get tcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ct ccgatccc 


1 /4 U 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gecgaggagg 


ggtggctatt 


ggtggccctg 


gaetatagee 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


t A *1 A 


aeggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


c 1 1 eggggt c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


D A A A 


caggagctag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ct ttcagagc 


O T A A 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 99£jcaggag 


gegggggtae 


z lb U 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggeccg 


ggtgaagagc 


222 0 


gtgegggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


1 1 O A 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9t9 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggage 


accaccacca 


ccaccac 


2517 



<210> 127 
<211> 2517 
<212> DNA 
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i 



<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 127 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 

caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 12 0 

ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 

gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 240 

gggtacaagg cgggccgggc ccccacgccg gaggactttc cccggcaact cgccctcatc 300 

aaggagctgg tggacctcct ggggttcacg cgcctcgagg tcccgggcta cgaggcggac 360 

gacgtcctgg ccagcctggc caagaaggcg gaaaaggagg gctacgaggt ccgcatcctc 420 

accgccgaca aagaccttta ccagctcctt tccgaccgca tccacgtcct ccaccccgag 480 

gggtacctca tcaccccggc ctggctttgg gaaaagtacg gcctgaggcc cgaccagtgg 540 

gccgactacc gggccctgac cggggacgag tccgacaacc ttcccggggt caagggcatc 600 

9999^gaaga C gg C g a gg aa g Cttct gg a g gagtggggga gcctggaagc cctcctcaag 660 

aacctggacc ggctgaagcc cgccatccgg gagaagatcc tggcccacat ggacgatctg 720 

aagctctcct gggacctggc caaggtgcgc accgacctgc ccctggaggt ggacttcgcc 780 

aaaaggcggg agcccgaccg ggagaggctt agggcctttc tggagaggct tgagtttggc 840 

agcctcctcc acgagttcgg ccttctggaa agccccaagg ccctggagga ggccccctgg 900 

cccccgccgg aaggggcctt cgtgggcttt gtgctttccc gcaaggagcc catgtgggcc 960 

gatcttctgg ccctggccgc cgccaggggc ggccgcgtcc accgggcccc cgagccttat 1020 

aaagccctca gggacctgaa ggaggcgcgg gggcttctcg ccaaagacct gagcgttctg 1080 

gccctgaggg aaggccttgg cctcccgccc ggcgacgacc ccatgctcct cgcctacctc 1140 

ctggaccctt cgaacaccac ccccgagggg gtggcccggc gctacggcgg ggagtggacg 1200 

gaggaggcgg gggagcgggc cgccctttcc gagaggctct tcgccaacct gcttaagagg 12 60 

cttgaggggg aggagaggct cctttggctt taccgggagg tggagaggcc cctttccgct 1320 

gtcctggccc atatggaggc cacgggggtg cgcctggacg tggcctatct cagggccttg 13 80 

tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctcagg 1500 

cttcccaagt tgaagaagac gaagaagacc ggtaagcgct ccagcagcgc cgccgtcctg 1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 1680 
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ctccacaccc 


gctt caacca 


gacggccacg 


gccacgggca 


ggc taagtag 


ccccgat ccc 


± / *t u 


aacctccaga 


acat ccccgt 


ccgcaccccg 


ccxgggcaga 


ggacccgccg 


yyCCCtCaLC 


1 onn 


gccgaggagg 


ggtggc tat t 


ggtggccctg 


/"^ 4~ 4~ fa ft 

yaCLaCayCC 


agatagagcc 


cagggcgcuy 


JLOO U 


gcccacctct 


ccggcgacga 


gaacccgatc 


**** f*t 4* ^* 4" 4" /^-i 

cgggccc ccc 


a 99 a 9999 c 9 


yyaCatCCaC 


X jZ U 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 




cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


cgcccccT-cc 


0 n d n 


caggagctag 


ccatccctta 


C9 a 99 a 99 cc 


caggccttca 


ttgagcgcta 


ctttcagagc 




ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


a 999 ca 99 a 9 


gcgggggtac 


z lb U 


gtggagaccc 


tct tcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


99tgaagagc 


0 0 0 n 


gtgcgggagg 


cggccgagcg 


cacggcctxc 


aacacgcccg 


cccagggcac 


cgccyccyac 




ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 




ctccttcagg 


tcgccaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99 cc 9t9 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 


<210> 128 














<211> 2517 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 128 
atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


0 u 


caccacctgg 


cctaccgcac 


cttccacgcc 


ccgaagggcc 


ccaccaccag 


ccggggggag 


1 on 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcc ucccca 


aggcccccaa 


99 a 99 ac 999 


i ft n 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


cccgccacga 




0 a n 

Z ft u 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggac 1 1 1 c 


cccggcaact 


cgccc ccacc 




aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


JbL) 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggc 


CCyCatCCLC 


4 0 n 
ft z u 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


c 9999 ac 9 a 9 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 
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gcctggaagc 


cctcctcaag 


660 



aacctggacc 


ggctgaagcc 


cgccatccgg gagaagatcc 


tggcccacat 


ggacgatctg 


*7 1 n 

720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcct t 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtgc 


accgggcagc 


agaccccttg 


1020 


gcggggctaa 


aggacctcaa 


ggaggtccgg 


ggcctcctcg 


ccaaggacct 


cgccgtcttg 


1080 


gcctcgaggg 


aggggctaga 


cctcgtgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcgcggc 


gctacggggg 


ggagtggacg 


1200 


gaggacgccg 


cccaccgggc 


cctcctctcg gagaggctcc 


atcggaacct 


ccttaagcgc 


1260 


ctcgaggggg 


aggagaagct 


cctttggctc 


taccacgagg 


tggaaaagcc 


cctctcccgg 


1320 


gtcctggccc 


atatggaggc 


caccggggta 


CQqcqqqacQ 


tggcctacct 


tcaggccctt 


1380 


tccctggagc 


ttgcggagga 


gatccgccgc 


ctcqaqqaqq 


aggtcttccg 


cttggcgggc 


1440 


caccccttca 


acctcaactc 


ccqqqaccaq 


ctqqaaaqqq 


tgctctttga 


cgagcttagg 


1500 


cttcccgcct 


tgaagaagac 


gaagaagaca 


qqcaaqcqct 

Zj Zj ^ ZJ ZJ 


ccaccagcgc 


cgcggtgctg 


1560 


gaggccctac 


gggaggccca 


ccccatcgtg 


gagaagatcc 


tccagcaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacgt 


ggaccccctc 


ccaagcctcg 


tccacccgag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggga 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccc 


ttgggccaga 


ggatccgccg 


ggccttcgtg 


1800 


gccgaggcgg 


gttgggcgtt 


ggtggccctg 


gactatagcc 


agatagagct 


ccgcgtcctc 


1860 


gcccacctct 


ccggggacga 


aaacctgatc 


agggtcttcc 


aggaggggaa 


ggacatccac 


1920 


acccagaccg 


caagctggat 


gttcggcgtc 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agacggtgaa 


cttcggcgtc 


ctctacggca 


tgtccgccca 


taggctctcc 


2040 


caggagcttg 


ccatccccta 


cgaggaggcg 


gtggccttta 


tagagcgcta 


cttccaaagc 


2100 


ttccccaagg 


tgcgggcctg 


gatagaaaag 


accctggagg 


aggggaggaa 


gcggggctac 


2160 


gtggaaaccc 


tcttcggaag 


aaggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtcagggagg 


ccgcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tcgccatggt 


gaagctcttc 


ccccgcctcc 


gggagatggg 


ggcccgcatg 


2340 


ctcctccagg 


tcgccaacga 


gctcctcctg 


gaggcccccc 


aagcgcgggc 


cgaggaggtg 


2400 


gcggctttgg 


ccaaggaggc 


catggagaag 


gcctatcccc 


tcgccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctttcc 


gccaagggtc 


accaccacca 


ccaccac 


2517 
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<210> 129 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 129 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cct 99 a 99 a 9 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtcca 


ccgggccccc 


1020 


gagccttata 


aagccctcag 


ggacctgaag 


gaggcgcggg 


ggcttctcgc 


caaagacctg 


1080 


agcgttctgg 


ccctgaggga 


aggccttggc 


ctcccgcccg 


gcgacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcccggcg 


ctacggcggg 


1200 


9 a 9tggacgg 


aggaggcggg 


ggagcgggcc 


gccctttccg 


agaggctctt 


cgccaacctg 


1260 


cttaagaggc 


ttgaggggga 


ggagaggctc 


ctttggcttt 


accgggaggt 


ggagaggccc 


1320 


ctttccgctg 


tcctggccca 


tatggaggcc 


ac 99999tgc 


gcctggacgt 


ggcctatctc 


1380 


agggccttgt 


ccctggaggt 


ggccgaggag 


atcgcccgcc 


tcgaggccga 


ggtcttccgc 


1440 


ctggccggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 
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tggaaagggt 


cctctttgac 


1500 



y aye L.dyyy c 


f- f- f~* r~* r~* <t r~* 'Zi +* 


CaayaayaCy 


caaaagaccg 


gcaagcgctc 


caccagcgcc 


1 C C f\ 


yccytcccyy 


oyyccccccy 


cgaggcccac 


cccatcgtgg 


agaagatcct 


gcagtaccgg 


1620 


^* y"> ^ « «■> /—i /—i *-* 

yaycccacca 


agctgaagag 


cacctacatt 


gaccccttgc 


cggacctcat 


ccaccccagg 


1680 


acgggccgcc 


uccacacccg 


c utcaaccag 


acggccacgg 


ccacgggcag 


gctaagtagc 


174 0 


t ccgatccca 


acct ccagaa 


catccccgtc 


cgcaccccgc 


ttgggcagag 


gatccgccgg 


1800 


* y-^ 4— y"* 

gcccccaucg 


ccgaggaggg 


gtggctattg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


agggtgctgg 


cccacctct c 


cggcgacgag 


aacctgatcc 


gggtcttcca 


ggaggggcgg 


1920 


ydCduCCaCa 


cggagaccgc 


cagctggatg 


t tcggcgtcc 


cccgggaggc 


cgtggacccc 


1980 


ccgatgcgcc 


gggcggccaa 


gaccatcaac 


ttcggggtcc 


tctacggcat 


gtcggcccac 


2040 


cgcctctccc 


aggagctagc 


catcccttac 


gaggaggccc 


aggccttcat 


tgagcgctac 


2100 


tttcagagct 


tccccaaggt 


gcgggcctgg 


attgagaaga 


ccctggagga 


gggcaggagg 


2160 


cgggggtacg 


tggagaccct 


cttcggccgc 


cgccgctacg 


tgccagacct 


agaggcccgg 


2220 


gtgaagagcg 


tgcgggaggc 


ggccgagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


yCCycCya.CC 


LCaUyaayCU 


ggctatggtg 


aagct cttcc 


ccaggctgga 


ggaaatgggg 


2340 


gccaggatgc 


tccttcaggt 


cgccaacgag 


ctggtcctcg 


aggccccaaa 


agagagggcg 


2400 


gaggccgtgg 


cccggctggc 


caaggaggtc 


atggaggggg 


tgtatcccct 


ggccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


aggggaggac 


tggctctccg 


ccaaggagca 


ccaccaccac 


2520 


caccac 












2526 



<210> 130 
<211> 2508 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 130 

atggaattca ccccactttt tgacctggag gaacccccca agcgggtgct tctggtggac 60 
ggccaccacc tggcctaccg caccttctat gccctgagcc tcaccacctc ccggggggag 120 
ccggtgcaga tggtctacgg cttcgcccgg agcctcctca aggccttgaa ggaggacgga 180 
ca gg c ggtgg tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 240 
gcctacaagg cgggccgggc ccccaccccg gaggacttcc cccgccagct cgccttggtc 300 
aagcggctgg tggaccttct gggcctggtc cgcctcgagg ccccggggta cgaggcggac 360 
gacgtcctgg gcaccctggc caagaaggcc gaaagggagg ggatggaggt gcgcatcctc 42 0 
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UVrWUM CI y d V_f V_ 


cracrap t~ t~ p. 1 1 

Ci Vp^ I, «w W w 


ppaop tCPt" P 


Lv^v^y ciy c* cty y 


t~ ct" paafcect 

i_- \_^ \_> ^—4 v_. \_^ \_ 


cc tapper crap 

*-r\tr w y w v*yy civ 


480 


nnn ^ nnn\~ an 
3 j j L.yy 


UV^UV^V< L»>_*C+Cl 


nna pot - ppan 
y y ci ^ y cty 


nana a ot~ a pn 
y cty ct cty i_- ct y 


npjpTt - np , p , PPP 
y y y ^.y^vw^v^w 


nn^nnnn t~ nn 
yydy^yi_uyy 


540 


n fr" nn a p t~ t~ n P 1 


ytyLLL l. l, ct l. 


nnnnn ^ n r* n n 


f- r**nn a n a a n a 
L- y y ct L» ctct\_ ct 


f~ p , p , p , p i nnnni~ 
LLLLLyyyy l. 


nnnnnnn^ t~ a 
yyv_.yyyyct i_ct 


rnn 
\j \j \j 


yyyydyddyd 


l, l* y v_ v_, l^. l, i.uy 


a P t~ pp t~ prrpa 
Ctl_> L-^^ l, y \^ ct 


na nt* on nnn a 

gagegggggd 


nrnhnrra a a a 
y^y t-yyctctcici 


p p t~ ppt*na a n 
v_ v— u v_> v_. l. y ct cty 


660 


ctctL*L» Lyyau^ 


y y y i_ ct ct cty v_ l. 


nn aphpnpf p 
y y ct l v^y \> l>l^ 


pnn p np^ a a na 
^.yy v_»yv_,ciciyci 


f- anannpnpa 
u cty cty y v_*y v«.ci 


p p t~ pna nna n 
v_, v_. i_ v_» y ciy y ct v_ 


720 


V_. L- V_ V_. Ct L, L, L. L- L. 


ppf t" ana rrl" 
v_ v_ l. l. cty CtLUL> 




pnpa pppa nn 
\_» y v_ ct k»« y ct v_. 


1~ p* p^ p' p p* t~ nna 

L.\_>i_*i^^*kw l. y y ct 


not - nna p1~ i~ t~ 
yy l. y y ct v_. i_ L-U- 
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atggaatt cc 


tgcccct c t t 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 
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ct.ctcscict-a.cici 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagc egg t c 




caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 
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ctgatcaccc 


cggagtggct 
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agccttccca 
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tggccgggga 


cccttccgac 
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gcgtgaaggg 
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C C\ A 


aagacggcgg 
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ggaagcctgg 
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c c r\ 
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cgtgcgggag 
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ttcaggtgga 


cttcgcccgg 


/oU 


cgccgggagc 
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cccccggccg 


y u u 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 




cttaacgcct 


tggccgccgc 


ctgggaggga 


agggtttacc 


999 c 99 a 99 a 


tcccttggag 


i n o n 


gccttgcggg 


ggcttgggga 


ggtgaggggg 


cttttggcca 


aggacctggc 


ggtgctggcc 


1080 


ctgagggaag 


ggattgccct 
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<210> 132 
<211> 2526 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 132 

atgaattcca ccccactttt tgacctggag gaacccccca agcgggtgct tctggtggac 60 
ggccaccacc tggcctaccg caccttctat gccctgagcc tcaccacctc ccggggggag 12 0 
cc 99t9 ca 9 a tggtctacgg cttcgcccgg agcctcctca aggccttgaa ggaggacgga 180 
caggcggtgg tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 240 
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gccucgggcg 


ptp nnn n t~ p p a 

y Q- t-y Lyoa 


pi p< nnn n a pt p a 
l» L»y y y L» dy l. d 


j. \j \j 


PY a P P" P t"" +"" pf /— T 

yat,ctt-t. *-yy 


ppt ptptp*tp 4" a a a 
Lyy y y ^- ddd 


nn appfpaan 

yy aLL LLacty 


pra ptpt Y' n n nnn 

gaggeceggg 


ppp h ppt" nnn 
ytL ILLULyL 


p a a nn a p p t~ p 
l d dy yaLL lu 


X v O V/ 


i*~1 /~i /T 4"" pt 4"- +" PYPY 

yccyucc ^-93 


l l l l y dy y y d 


<*f firm /~* ¥~ a /^f a /-» 

yyyy c tdydC 


n 4- /-iprt - nnn nn 

ctcytycccg 


ptptpt a pi <t a p< /™« 

yyydCyaCL.C 


p< a +* nn i~ n n +~ p 
L>d uy LLlLLl 


1 1 a n 


nppf" 3 p p t~ p n 
y ll LdLL l ll 


+- ppa p p p t~ t~ p 
uyyciLLL L L l 


PTaap^ap^p^ap^p* 
yadLctLtaut 


n n p"pr a pt ptpt ptpt 

cccgaggggg 


t~ ppppppppp 

u gg c g c yg c g 


p t~ a poooooo 

CLdcyyggyy 




n a pr 4- ptp a p nn 
y dy l y y ci l y y 


anna nnn nnn 

dy y dLy LLy l 


pi pi a n p 1 nnn n p* 
^LdLtyyytt 


p< f- Ppt*Pt" p< PTPT 

LiLtLLL *~.y y 


a p a nn p t~ p p a 
dy ay y v— lllci 


t~ p ppr a a p p t~ p 
LLyyddLLLL 


J. ^ o u 


^ • i_- dcty Ly l l 


f- ppa ppppoa 

^*yyyyyy 


OPT ^ pra a rrp't" r« 
y y dy ddy t L- 


P t~ t~ t" PTPTP t~ P t~ 


3 pp^ PPfAPfprt" 
aLucitydyy i— 


ooa a a a oppp 
y y ddddy l- l 


1320 


p |- pf- n n nnnn 
l L^LLLuyyy 


f-ppf e~tnn nnA 
L.yyv_r^^>d 


f- a t~ ptpt a ptpt p 1 P 1 
LaLyyayy 


a p ppr ptpt prf* a n 
w^L.yyyy ictL 


ptp p ppp a pp t~ 

ggcggydcy u 


nnn n t~ apphh 

yy LL LdL-L L L 


1 *^ftn 

X J o u 


p a no p p p t~ t* t~ 
Ldy y l ll l l l 


n n n \~ nn ^ n n \~ 
Lyy cty l l. 


f- PTP'PTPra ptpt a pt 

y y y y y y 


a t~ nnnr^nnnn 
ct LLL.y L^y \».L. 


t~ ppa ppa ppa 
LLydyyayya 


OOt" Pt" t" PPOP 
yy LL- L LLLy L 


1440 


+- +- ptp p nnn n p 

l L.yyLyyyLL 


ar , prri"t"pa3 


pphpaapfpp 


pi ptpt pr a p p a ptp 
wy y y atuay o 


t~ ppa a a nnn t~ 
Lyyadayyy u 


flrhpht* t~ pr a p 
y L LL L L LydL 




nSiPipi" t~ pp p 
y dy l i, l cty y l 


f- f- r* , p i orip ,, p , 't- i~ 


ana.ana p*pt 
yddyddyd^y 


actyaciyciLciy 


ppaapppipt - p 
yLa dy LyLLL 


pa ppa opopp 
LdLLdyLyLL 


1560 


opoot" fir 1 i~ pp 

y^-yy i-y^-i-yy 


APIPIPPPh apn 

dy y vvL Lciuy 


ptpt a ptpt pppap 
y y dy yL-L^GU 


pppat* PPTt~ on 
LLLOLuy Lyy 


a na a oa h prt* 
dyddy d l- v_> t l- 


n n ^\n n Pi p ppp 
\— L- dy LdLLyy 


1620 


y «y L ' L ^ L l ^* 


C*.y V_r Vv' c* c* y 


v_> d avM w y 


era p c p p r* t - rr 


c*^f\cic % c , \' rat" 

V— * cjCA^-H w ^> vy la- 


l l c* l l l y c*y y 


1680 


ciuyyy ^^y 


t"PP3P3PPPO 
LUL>ci^ci^L>L>y 


pi - hraapran 
t l> l> t d d \_> dy 


a PPTPTPP^PPTPT 

y y d\_« y y 


ppa pppppa p 
LL«L>yyyyciy 


pp t~ t" a prt" a op 
yL l l dy LdyL 


1740 


LLLydLLLLd 


apphnpa.Piaa 
at w uy^ctyaci 


pal- P« P" P" P'PTT" P 1 

^•d itttt^ 


pptp a pppppf - 

LyLClLtLLL L- 


t~ ppp/p p a pa p 

°y y y ^ oct y ^y 


oa t~ ppop poo 
yd LLLy ll y y 


1800 


OPPt" t" P^PTt" (TPT 

y ll. l l Ly L.y y 


ppna nPTPPfPfpr 

t-t-yciyycyyy 


t~ 1" PTPTPTP" 1 PT t" t" PI 

yyy y y 


prf- nnprrh ptpt 

y ^-yy^^^^yy 


aL laiayLLct 


oa t~ a oa opt* p 
ydLdydyL ll 


1860 


cgcgtcctcg 


cccacctctc 


eggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gaeggtgaac 


ttcggcgtcc 


tetaeggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggegg 


tggectttat 


agagegctae 


2100 
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ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 
cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 
gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 22 80 
gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 
gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 
gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 
ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 
caccac 2526 
<210> 133 
<211> 2514 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 133 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttcggag 


cgaatctcca 


tccttcaccc 


ggagggttac 


480 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


agaggctgga 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 


cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgtgcacc 


gggcagcaga 


ccccttggcg 


1020 
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gggctaaagg 


acctcaagga 


ggtccggggc 


ctcctcgcca 


aggaccccgc 


cgtcttggcc 


lUoU 


tcgagggagg 


ggctagacct 


cgtgcccggg 


gacgacccca 


tgctcctcgc 


ctacctcctg 


t i a n 


gacccttcga 


acaccacccc 


cgagggggtg 


gcgcggcgct 


acggggggga 


gtggacggag 


IzUU 


gacgccgccc 


accgggccct 


cctctcggag 


aggctccatc 


ggaacctcct 


taagcgcctc 


1 O C C\ 


gagggggagg 


agaagctcct 


ttggctctac 


cacgaggtgg 


aaaagcccct 


ctcccgggtc 


i "3 o n 


ctggcccata 


tggaggccac 


cggggtacgg 


c 999 ac gtgg 


cctaccttca 


ggccctttcc 


1 "3 O A 


ctggagcttg 


cggaggagat 


ccgccgcctc 


gaggaggagg 


tcttccgctt 


ggcgggccac 


1440 


cccttcaacc 


tcaactcccg 


ggaccagctg 


gaaagggtgc 


uctctgacga 


gcttaggctt 


i c a a 


cccgccttga 


agaagacgaa 


gaagacaggc 


aagcgctcca 


ccagcgccgc 


ggtgctggag 




gccctacggg 


aggcccaccc 


catcgtggag 


aagatcctcc 


agcaccggga 


gctcaccaag 


icon 


ctcaagaaca 


cctacgtgga 


ccccctccca 


agcctcgtcc 


acccgaggac 


gggccgcctc 


looU 


cacacccgct 


tcaaccagac 


ggccacggcc 


acggggaggc 


ttagtagctc 


cgaccccaac 


T r 7 ^ A 
1 /40 


ctgcagaaca 


tccccgtccg 


cacccccttg 


ggccagagga 


tccgccgggc 


cttcgtggcc 


1800 


gaggcgggtt 


gggcgttggt 


ggccctggac 


tatagccaga 


tagagctccg 


cgtcctcgcc 


1860 


cacctctccg 


gggacgaaaa 


cctgatcagg 


gtcttccagg 


aggggaagga 


catccacacc 


IOTA 

iy z o 


cagaccgcaa 


gctggatgtt 


cggcgtcccc 


ccggaggccg 


tggaccccct 


gatgcgccgg 


T Q O A 

iy ou 


gcggccaaga 


cggtgaactt 


cggcgtcctc 


tacggcatgt 


ccgcccatag 


gctctcccag 


O A ^ A 

2040 


gagcttgcca 


tcccctacga 


ggaggcggtg 


gcctttatag 


agcgctactt 


ccaaagcttc 


O T A A 

2100 


cccaaggtgc 


gggcctggat 


agaaaagacc 


ctggaggagg 


99 a 99 aa 9 c 9 


gggctacgtg 


2160 


gaaaccctct 


tcggaagaag 


gcgctacgtg 


cccgacctca 


acgcccgggt 


gaagagcgtc 


1 1 1 A 

2220 


a 999 a ggccg 


cggagcgcat 


ggccttcaac 


atgcccgtcc 


agggcaccgc 


cgccgacctc 


1 O O A 

22 80 


atgaagctcg 


ccatggtgaa 


gctcttcccc 


cgcctccggg 


agatgggggc 


ccgcatgctc 


2340 


ctccaggtcg 


ccaacgagct 


cctcctggag 


gccccccaag 


cgcgggccga 


ggaggtggcg 


2400 


gctttggcca 


aggaggccat 


ggagaaggcc 


tatcccctcg 


ccgtgcccct 


ggaggtggag 


2460 


gtggggatgg 


gggaggactg 


gctttccgcc 


aagggtcacc 


accaccacca 


ccac 


2514 



<210> 134 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 134 
atgaattcca 


ccccactttt 


tgacctggag gaacccccca 


agcgggtgct 


tctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttctat 


gccctgagcc 


tcaccacctc 


cc 999999 a 9 


120 


ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


ggaggacgga 

^^ ZJZJ ZJZJ 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag gccccctcct 


tccgccacga 


qqcctacqaq 

ZJ ZJ .3 


240 


gcctacaagg 

ZJ Z3 Z> 


cgggccgggc 

v zjzj3 zjzjzj 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


300 


aagcggctgg 

ZJ zj zj zj zj 


tggaccttct 


gggcctggtc 


cgcctcgagg 


ccccggggta 


cqaqqcqqac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg 


ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag gagaagtacg gggtgccccc 


qqaqcqctqq 

ZJ ZJ ZJ ZJ ZJ ZJ 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


qqcqqqqa t a 

ZJZJ^ZJZJZJZJ 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca gagtggggga gcgtggaaaa 


cctcctgaag 


660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 

—t mJ —J —J 


ccccgacctg 


gagggcctga 


gggccttttt 


qqaqqaqc t q 

ZJZJ ZJZJ ZJ ZJ 


840 


gagttcggaa 


gcctcctcca 


cgagttcggc 


ctcctgggag 


gggagaagcc 


ccqqqaqqaq 

ZJZJZJ ZJZJ ZJ 


900 


gccccctggc 


ccccgcccga 


aggggccttc 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcgggcg 


gccgcgtcca 


ccqqqccccc 


1020 


gagccttata 


aagccct cag 


ggacctgaag 


gaggcgcggg 


ggcttctcgc 


caaagacctg 


1080 


agcgttctgg 


ccctgaggga 

ZJ ZJ ZJ ZJ 


aggccttggc 


ctcccgcccg 


gcgacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcccggcg 


Ctacqqcqqq 


1200 


gagtggacgg 


aggaggcggg 


ggagcgggcc 


gccctttccg 


agaggctctt 


cgccaacctg 


1260 


cttaagaggc 


ttgaggggga 

ZJ ZJ Zi ZJ ZJ ZJ 


ggagaggctc 


ctttggcttt 


accgggaggt 


qqaqaqqccc 

ZJZJ ZJ ZJZJ 


1320 


ctttccgctg 


tcctggccca 


tatggaggcc 


acgggggtgc 


gcctggacgt 


ggcctatctc 


1380 


agggccttgt 

ZJ ZJ ZJ ZJ 


ccctggaggt 


ggccgaggag atcgcccgcc 


tcgaggccga 


ggtcttccgc 


1440 


ctggccggcc 

—i ~J *-J ZJ 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


cctctttgac 


1500 


gagctagggc 


ttcccgccat 


caagaagacg 


caaaagaccg 


gcaagcgctc 


caccagcgcc 


1560 


gccgtcctgg 


aggccctccg 


cgaggcccac 


cccatcgtgg 


agaagatcct 


gcagtaccgg 

ZJ j*"— ZJ ZJ 


1620 


gagctcacca 


agctgaagag 


cacctacatt 


gaccccttgc 


cggacctcat 


ccaccccagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacgggcag 


gctaagtagc 


1740 


tccgatccca 


acctccagaa 


catccccgtc 


cgcaccccgc 


ttgggcagag 


gatccgccgg 


1800 


gccttcatcg 


ccgaggaggg 


gtggctattg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 
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agggcgctgg 




eygeg^cgag 


a ^ /*■» +* ^ f~ /"* f~* 

oaCCtyaUCC 


ygy ccc cccci 


99 a 9999 c 99 


1 QO ft 




cy y dy dccy c 


Cay c t.yy a. eg 


c ccggcgt.ee 


cccggga.ggc 


egcggacccc 


± y o u 


ccyacgcycc 


gggcggccda. 


yaCCatCoaC 


cccggggccc 


ccuacggcau 


gccggcccac 


Z U fi U 


cgcccctccc 


agg age cage 


CaLCCCCtaC 


gaggaggece 


aggece t cat. 


tgagege u ac 




tt tcagagct 


tccccaaggt 


gcgggcctgg 


attgagaaga 


ccctggagga 


gggcaggagg 


zlbU 


cgggggtacg 


tggagaccct 


ct tcggccgc 


cgccgctacg 


tgccagacct 


agaggecegg 




gtgaagagcg 


tgegggagge 


ggccgagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


D O Q n 


rif^ f*f~if~* /~ifi a /~< 

gccgccya.cc 


+- *-i -a +- <— r a 2 nr 1 !" 
t-CauyaayCC 


gyccacyyty 


aayCtCLCCC 


ccaggcugga 


ggaaacgggg 


o a n 


gccaggatgc 


tccttcaggt 


cgccaacgag 


ctggtcctcg 


aggccccaaa 


agagagggcg 


2400 


gaggccgtgg 


cccggctggc 


caaggaggtc 


atggaggggg 


tgtatcccct 


ggccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


aggggaggac 


tggctctccg 


ccaaggagca 


ccaccaccac 


2520 


caccac 












2526 


<210> 135 














<211> 2514 












<212> DNA 














<213> Artificial Sequence 










<220> 














<223> Synthetic 












<400> 135 
atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


oU 


ctggcctacc 


gtaccttttt 


tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 


IzU 


caggcggtgt 


acgggtttgc 


caagagcett 


ttgaaggege 


taagggaaga 


cggggatgtg 


1 Oft 

loU 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 




aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


*a n n 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgeegg 


gctttgaagc 


ggatgacgtc 


*3 C O 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 




gaccgggacc 


tttaccagct 


tettteggag 


cgaatctcca 


tccttcaccc 


ggagggttac 


a q n 
ft o U 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


Dft U 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


categgggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 
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cgccgggagc 


cggaccggga 


9999cttaag gcctttttgg 


agaggctgga 

J ZJ ZJ ZJ ZJ 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 

ZJ zj zj zj ZJ 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


qtqqqcqqaq 

3 333333 


960 


cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgtccacc 


gggcccccga 


gccttataaa 


1020 


gccctcaggg 


acctgaagga 


ggcgcggggg 


cttctcgcca 


aagacctgag 


cgttctggcc 


1080 


ctgagggaag 


gccttggcct 


cccgcccggc 


gacgacccca 


tgctcctcgc 


ctacctcctg 


1140 


gacccttcga 


acaccacccc 


cgagggggtg 


gcccggcgct 


acqqcqqqqa 


qtqqacqqaq 

ZJ '-'ZJZJ ZJZJ ZJ 


1200 


gaggcggggg 


agcgggccgc 


cctttccgag 


aggctcttcg 


ccaacctgct 


taagaggctt 


1260 


9 a 99999 a 99 


agaggctcct 


ttggctttac 


cgggaggtgg 


agaggcccct 


ttccgctgtc 


1320 


ctggcccata 


tggaggccac 


gggggtgcgc 


ctggacgtgg 


cctatctcag 


ggccttgtcc 


1380 


ctggaggtgg 


ccgaggagat 


cgcccgcctc 


gaggccgagg 


tcttccgcct 


qqccqqccac 


1440 


cccttcaacc 


tcaactcccg ggaccagctg gaaagggtcc 


tctttgacga 


qctaqqqctt 


1500 


cccgccatca 


agaagacgca 


aaagaccggc 


aagcgctcca 


ccaqcqccqc 


cqtcctqqaq 

^ Z3 ^ 3 ZJ ZJ 


1560 


gccctccgcg 


aggcccaccc 


catcgtggag 


aagatcctgc 


agtaccggga 


gctcaccaag 


1620 


ctgaagagca 


cctacattga 


ccccttgccg 


gacctcatcc 


accccaggac 


gggccgcctc 


1680 


cacacccgct 


tcaaccagac 


ggccacggcc 


acgggcaggc 


taagtagctc 


cgatcccaac 


1740 


ctccagaaca 


tccccgtccg 


caccccgctt 


gggcagagga 


tccgccgggc 


ct tcatcgcc 


1800 


gaggaggggt 


ggctattggt 


ggccctggac 


tatagccaga 


tagagctcag 


ggtgctggcc 


1860 


cacctctccg 


gcgacgagaa 


cctgatccgg 


gtcttccagg 


aqqqqcqqqa 

ZJZJZJZJ ZJZJZJ 


catccacacg 


1920 


gagaccgcca 


gctggatgtt 


cggcgtcccc 


cgggaggccg 


tggaccccct 


qatqcqccqq 

zj zj zj zjzj 


1980 


gcggccaaga 


ccatcaactt 


cggggtcctc 


tacggcatgt 


cggcccaccg 


cctctcccag 


2040 


gagctagcca 


tcccttacga 


ggaggcccag 


gccttcattg 


agcgctactt 


tcagagcttc 


2100 


cccaaggtgc 


gggcctggat 


tgagaagacc 


ctggaggagg gcaggaggcg 


qqqqtacQtQ 

3333 , - t **-3 *-3 


2160 


gagaccctct 


tcggccgccg 


ccgctacgtg 


ccagacctag 


aggcccgggt 


qaaqaqcqtq 


2220 


cgggaggcgg 


ccgagcgcat 


ggccttcaac 


atgcccgtcc 


agggcaccgc 


cgccgacctc 


2280 


atgaagctgg 


ctatggtgaa 


gctcttcccc 


aggctggagg 


aaatgggggc 


caggatgctc 


2340 


cttcaggtcg 


ccaacgagct 


ggtcctcgag 


gccccaaaag 


a 9 a 999 c 99 a 


ggccgtggcc 


2400 


cggctggcca 


aggaggtcat 


ggagggggtg 


tatcccctgg 


ccgtgcccct 


ggaggtggag 


2460 


gtggggatag 


gggaggactg 


gctctccgcc 


aaggagcacc 


accaccacca 


ccac 


2514 
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<210> 136 
<211> 320 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 136 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg He Asn Ser Gly 
15 10 15 

Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val Asp Gly 
20 25 30 

His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys Gly Leu Thr Thr 
35 40 45 

Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys Ser Leu 
50 55 60 

Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val He Val Val Phe Asp 
65 70 75 80 

Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly Gly Tyr Lys Ala 
85 90 95 

Gly Arg Ala Pro Thr Leu Val Pro Arg Gly Ser Glu Asp Phe Pro Arg 
100 105 110 

Gin Leu Ala Leu He Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg 
115 120 125 

Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala 
130 135 140 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg He Leu Thr Ala Asp 
145 150 155 160 

Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg He His Val Leu His Pro 
165 170 175 

Glu Gly Tyr Leu He Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
180 185 190 

Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
195 200 205 

Asp Asn Leu Pro Gly Val Lys Gly He Gly Glu Lys Thr Ala Arg Lys 
210 215 220 

Leu Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
225 230 235 240 

Arg Leu Lys Pro Ala He Arg Glu Lys He Leu Ala His Met Asp Asp 
245 250 255 
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Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
260 265 270 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg 
275 280 285 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
290 295 300 

Leu Leu Glu Ser Pro Lys Ala Ala Leu Glu His His His His His His 
305 310 315 320 

<210> 137 

<211> 73 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 137 

ccctatcttt aaagttttta aaaagtttga cccccttttg ggggccctat ctttaaagtt 60 
tttaaaaatt tga 73 
<210> 138 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 138 

cgcgcggaac gcgcg 15 
<210> 139 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 139 

cccgggtttt cccggg 16 
<210> 140 
<211> 20 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 140 

aggcgcacca atttggtgtt 20 

<210> 141 

<211> 53 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 141 

uucgcuuucu ucccuuccuu ucucgccacg uucgccggcu uuccccguca age 53 

<210> 142 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 142 

aeggggaaag ccggcgaacg tggcgagaaa 3 0 

<210> 143 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 143 

attagaaagg aagggaagaa agegaa 26 
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<210> 144 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 144 

ac 9999 aaa 9 ccggcgaacg tggcgagaac 3 0 

<210> 145 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 145 

cttgacgggg aaagccggcg aacgtggcgc 3 0 

<210> 146 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 146 

agaaaggaag ggaagaaagc gaa 23 

<210> 147 

<211> 63 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 147 

gcgcggcggc gggtgtggtg gttacgcgca gcgtgaccgc tacacttgcc agcgccctag 60 
cgc 63 
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<210> 148 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 148 

gcgctagggc gctggcaagt gtagcggtca 

<210> 149 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Synthetic 

<400> 149 

gatcgctgcg cgtaaccacc acacccgcgc cgcgc 

<210> 150 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 150 

ggactctgcc tcaagacggt agtcaacgtg 

<210> 151 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 151 
cacgttgact accgtc 



<210> 152 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 152 

catgtcaagc agtcctaact ttgaggcaga gtcc 34 
<210> 153 
<211> 2506 
<212> DNA 

<213> Thermus aquaticus 
<400> 153 

atgaggggga tgctgcccct ctttgagccc aagggccggg tcctcctggt ggacggccac 60 
cacctggcct accgcacctt ccacgccctg aagggcctca ccaccagccg gggggagccg 120 
gtgcaggcgg tctacggctt cgccaagagc ctcctcaagg ccctcaagga ggacggggac 180 
gcggtgatcg tggtctttga cgccaaggcc ccctccttcc gccacgaggc ctacgggggg 240 
tacaaggcgg gccgggcccc cacgccggag gactttcccc ggcaactcgc cctcatcaag 300 
gagctggtgg acctcctggg gctggcgcgc ctcgaggtcc cgggctacga ggcggacgac 360 
gtcctggcca gcctggccaa gaaggcggaa aaggagggct acgaggtccg catcctcacc 42 0 
gccgacaaag acctttacca gctcctttcc gaccgcatcc acgtcctcca ccccgagggg 480 
tacctcatca ccccggcctg gctttgggaa aagtacggcc tgaggcccga ccagtgggcc 54 0 
gactaccggg ccctgaccgg ggacgagtcc gacaaccttc ccggggtcaa gggcatcggg 60 0 
gagaagacgg cgaggaagct tctggaggag tgggggagcc tggaagccct cctcaagaac 660 
ctggaccggc tgaagcccgc catccgggag aagatcctgg cccacatgga cgatctgaag 720 
ctctcctggg acctggccaa ggtgcgcacc gacctgcccc tggaggtgga cttcgccaaa 780 
aggcgggagc ccgaccggga gaggcttagg gcctttctgg agaggcttga gtttggcagc 840 
ctcctccacg agttcggcct tctggaaagc cccaaggccc tggaggaggc cccctggccc 900 
ccgccggaag gggccttcgt gggctttgtg ctttcccgca aggagcccat gtgggccgat 960 
cttctggccc tggccgccgc cagggggggc cgggtccacc gggcccccga gccttataaa 102 0 
gccctcaggg acctgaagga ggcgcggggg cttctcgcca aagacctgag cgttctggcc 1080 
ctgagggaag gccttggcct cccgcccggc gacgacccca tgctcctcgc ctacctcctg 1140 
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gacccttcca acaccacccc cgagggggtg gcccggcgct acggcgggga gtggacggag 1200 

gaggcggggg agcgggccgc cctttccgag aggctcttcg ccaacctgtg ggggaggctt 12 60 

gagggggagg agaggctcct ttggctttac cgggaggtgg agaggcccct ttccgctgtc 1320 

ctggcccaca tggaggccac gggggtgcgc ctggacgtgg cctatctcag ggccttgtcc 1380 

ctggaggtgg ccgaggagat cgcccgcctc gaggccgagg tcttccgcct ggccggccac 1440 

cccttcaacc tcaactcccg ggaccagctg gaaagggtcc tctttgacga gctagggctt 1500 

cccgccatcg gcaagacgga gaagaccggc aagcgctcca ccagcgccgc cgtcctggag 1560 

gccctccgcg aggcccaccc catcgtggag aagatcctgc agtaccggga gctcaccaag 1620 

ctgaagagca cctacattga ccccttgccg gacctcatcc accccaggac gggccgcctc 1680 

cacacccgct tcaaccagac ggccacggcc acgggcaggc taagtagctc cgatcccaac 1740 

ctccagaaca tccccgtccg caccccgctt gggcagagga tccgccgggc cttcatcgcc 1800 

gaggaggggt ggctattggt ggccctggac tatagccaga tagagctcag ggtgctggcc 1860 

cacctctccg gcgacgagaa cctgatccgg gtcttccagg aggggcggga catccacacg 1920 

gagaccgcca gctggatgtt cggcgtcccc cgggaggccg tggaccccct gatgcgccgg 1980 

gcggccaaga ccatcaactt cggggtcctc tacggcatgt cggcccaccg cctctcccag 2040 

gagctagcca tcccttacga ggaggcccag gccttcattg agcgctactt tcagagcttc 2100 

cccaaggtgc gggcctggat tgagaagacc ctggaggagg gcaggaggcg ggggtacgtg 2160 

gagaccctct tcggccgccg ccgctacgtg ccagacctag aggcccgggt gaagagcgtg 2220 

cgggaggcgg ccgagcgcat ggccttcaac atgcccgtcc agggcaccgc cgccgacctc 2280 

atgaagctgg ctatggtgaa gctcttcccc aggctggagg aaatgggggc caggatgctc 2340 

cttcaggtcc acgacgagct ggtcctcgag gccccaaaag agagggcgga ggccgtggcc 2400 

cggctggcca aggaggtcat ggagggggtg tatcccctgg ccgtgcccct ggaggtggag 2460 

gtggggatag gggaggactg gctctccgcc aaggagtgat accacc 2506 
<210> 154 
<211> 2496 
<212> DNA 

<213> Thermus flavus 
<400> 154 

at 99cgatgc ttcccctctt tgagcccaaa ggccgcgtgc tcctggtgga cggccaccac 60 

ctggcctacc gcaccttctt tgccctcaag ggcctcacca ccagccgcgg cgaacccgtt 120 

caggcggtct acggcttcgc caaaagcctc ctcaaggccc tgaaggagga cggggacgtg 180 

9tggtggtgg tctttgacgc caaggccccc tccttccgcc acgaggccta cgaggcctac 240 
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aaggcgggcc 


gggcccccac 


cccggaggac 


tttccccggc 


agctggccct 


catcaaggag 


300 


ttggtggacc 


tcctaggcct 


tgtgcggctg 


gaggttcccg gctttgaggc 


ggacgacgtg 


360 


ctggccaccc 


tggccaagcg 


ggcggaaaag 


qaQQQataca 


acrcrtQCQcat 

w 33 < -3^3 v ' 6 *^ 


cctcactgcc 


420 


gaccgcgacc 


tctaccagct 


cctttcggag 


cgcatcgcca 


tcctccaccc 


tgaggggtac 


480 


ctgatcaccc 


cggcgtggct 


ttacgagaag 


taCQQCCtQC 


gcccggagca 


gtgggtggac 


540 


taccgggccc 


tggcggggga 


cccctcggat 


aacatccccg 


QQQtcraaqcrcr 


catcggggag 


600 


aagaccgccc 


agaggctcat 


ccgcgagtgg 




aaaaccfcctt 


ccagcacctg 


660 


gaccaggtga 


agccctcctt 


gcgggagaag 


ctccaggcgg 


gcatggaggc 


cctggccctt 


720 


tcccggaagc 


tttcccaggt 


gcacactgac 


ctgcccctgg 


aggtggactt 


cgggaggcgc 


780 


cgcacaccca 


acctggaggg 


tctgcgggct 


ttt ttggagc 


aattcrciaat t 


tggaagcctc 


840 


ctccacgagt 


tcggcctcct 


ggaggggccg 


aaggcggcag 


aggaggcccc 


ctggccccct 


900 


ccggaagggg 


cttttttggg 


cttttccttt 


tcccgtcccg 


agcccatgtg 


ggccgagctt 


960 


ctggccctgg 


ctggggcgtg 


ggaggggcgc 


ctccatcggg 


cacaagaccc 


ccttaggggc 


1020 


ctgagggacc 


ttaagggggt 


gcggggaatc 


ctggccaagg 


acctggcggt 


tttggccctg 


1080 


cgggagggcc 


tggacctctt 


cccagaggac 


gaccccatgc 


tcctggccta 


ccttctggac 


1140 


ccctccaaca 


ccacccctga 


gggggtggcc 


cggcgttacg ggggggagtg 


gacggaggat 


1200 


gcgggggaga 


gggccctcct 


ggccgagcgc 


ctcttccaga 


ccctaaagga 


gcgccttaag 


1260 


ggagaagaac 


gcctgctttg gctttacgag 


gaggtggaga 


agccgctttc 


ccgggtgttg 


1320 


gcccggatgg 


aggccacggg 


ggtccggctg 


gacgtggcct 


acctccaggc 


cctctccctg 


1380 


gaggtggagg 


cggaggtgcg 


ccagctggag 


gaggaggtct 


tccgcctggc 


cggccacccc 


1440 


ttcaacctca 


actcccgcga 


ccagctggag 


cgggtgctct 


ttgacgagct 


gggcctgcct 


1500 


gccatcggca 


agacggagaa 


gacggggaaa 


cgctccacca 


gcgctgccgt 


gctggaggcc 


1560 


ctgcgagagg 


cccaccccat 


cgtggaccgc 


atcctgcagt 


accgggagct 


caccaagctc 


1620 


aagaacacct 


acatagaccc 


cctgcccgcc 


ctggtccacc 


ccaagaccgg 


ccggctccac 


1680 


acccgcttca 


accagacggc 


caccgccacg 


ggcaggcttt 


ccagctccga 


ccccaacctg 


1740 


cagaacatcc 


ccgtgcgcac 


ccctctgggc 


cagcgcatcc 


gccgagcctt 


cgtggccgag 


1800 


gagggctggg 


tgctggtggt 


cttggactac 


agccagattg 


agcttcgggt 


cctggcccac 


1860 


ctctccgggg 


acgagaacct 


gatccgggtc 


tttcaggagg ggagggacat 


ccacacccag 


1920 


accgccagct 


ggatgttcgg 


cgtttccccc 


gaaggggtag 


accctctgat 


gcgccgggcg 


1980 


gccaagacca 


tcaacttcgg ggtgctctac 


ggcatgtccg 


cccaccgcct 


ctccggggag 


2040 


ctttccatcc 


cctacgagga ggcggtggcc * 


ttcattgagc 


gctacttcca 


gagctacccc 


2100 



- 303 - 



aaggtgcggg cctggattga ggggaccctc gaggagggcc gccggcgggg gtatgtggag 2160 

accctcttcg gccgccggcg ctatgtgccc gacctcaacg cccgggtgaa gagcgtgcgc 2220 

gaggcggcgg agcgcatggc cttcaacatg ccggtccagg gcaccgccgc cgacctcatg 2280 

aagctggcca tggtgcggct tttcccccgg cttcaggaac tgggggcgag gatgcttttg 2340 

caggtgcacg acgagctggt cctcgaggcc cccaaggacc gggcggagag ggtagccgct 2400 

ttggccaagg aggtcatgga gggggtctgg cccctgcagg tgcccctgga ggtggaggtg 2460 

ggcctggggg aggactggct ctccgccaag gagtag 2496 
<210> 155 
<211> 2505 
<212> DNA 

<213> Thermus thermophilics 
<400> 155 

atggaggcga tgcttccgct ctttgaaccc aaaggccggg tcctcctggt ggacggccac 60 

cacctggcct accgcacctt cttcgccctg aagggcctca ccacgagccg gggcgaaccg 120 

gtgcaggcgg tctacggctt cgccaagagc ctcctcaagg ccctgaagga ggacgggtac 180 

aaggccgtct tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacgag 240 

gcctacaagg cggggagggc cccgaccccc gaggacttcc cccggcagct cgccctcatc 300 

aaggagctgg tggacctcct ggggtttacc cgcctcgagg tccccggcta cgaggcggac 360 

gacgttctcg ccaccctggc caagaaggcg gaaaaggagg ggtacgaggt gcgcatcctc 42 0 

accgccgacc gcgacctcta ccaactcgtc tccgaccgcg tcgccgtcct ccaccccgag 480 

ggccacctca tcaccccgga gtggctttgg gagaagtacg gcctcaggcc ggagcagtgg 54 0 

gtggacttcc gcgccctcgt gggggacccc tccgacaacc tccccggggt caagggcatc 600 

ggggagaaga ccgccctcaa gctcctcaag gagtggggaa gcctggaaaa cctcctcaag 660 

aacctggacc gggtaaagcc agaaaacgtc cgggagaaga tcaaggccca cctggaagac 72 0 

ctcaggctct ccttggagct ctcccgggtg cgcaccgacc tccccctgga ggtggacctc 780 

gcccaggggc gggagcccga ccgggagggg cttagggcct tcctggagag gctggagttc 840 

ggcagcctcc tccacgagtt cggcctcctg gaggcccccg cccccctgga ggaggccccc 900 

tggcccccgc cggaaggggc cttcgtgggc ttcgtcctct cccgccccga gcccatgtgg 960 

gcggagctta aagccctggc cgcctgcagg gacggccggg tgcaccgggc agcagacccc 1020 

ttggcggggc taaaggacct caaggaggtc cggggcctcc tcgccaagga cctcgccgtc 1080 

ttggcctcga gggaggggct agacctcgtg cccggggacg accccatgct cctcgcctac 114 0 

ctcctggacc cctccaacac cacccccgag ggggtggcgc ggcgctacgg gggggagtgg 1200 
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acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcctcgagg 


gggaggagaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccacatgga 


ggccaccggg 


gtacggctgg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


tcaacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttggggaa 


gacgcaaaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


gtggccgagg 


C999ttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgttcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


aggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtccacga 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


. 2460 


gtggaggtgg 


ggatggggga 


ggactggctt 


tccgccaagg 


gttag 




2505 



<210> 


. 156 


<211> 


2502 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<220> 




<221> 


n 


<222> 


(1) . . (2502) 
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<223> n is any of the bases g, a, t, or c 
<400> 156 



atgnnggcga 


tgcttcccct 


ctttgagccc 


aaaggccggg 


tcctcctggt 


ggacggccac 


60 


cacctggcct 


accgcacctt 


cttcgccctg 


aagggcctca 


ccaccagccg 


gggcgaaccg 


120 


gtgcaggcgg 


tctacggctt 


cgccaagagc 


ctcctcaagg 


ccctgaagga 


ggacggggac 


180 


nnggcggtgn 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


240 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggactttc 


cccggcagct 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggcttgcg 


cgcctcgagg 


tccccggcta 


cgaggcggac 


360 


gacgtnctgg 


ccaccctggc 


caagaaggcg 


gaaaaggagg 


ggtacgaggt 


gcgcatcctc 


420 


accgccgacc 


gcgacctcta 


ccagctcctt 


tccgaccgca 


tcgccgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


gtggctttgg 


gagaagtacg 


gcctgaggcc 


ggagcagtgg 


540 


gtggactacc 


gggccctggc 


gggggacccc 


tccgacaacc 


tccccggggt 


caagggcatc 


600 


ggggagaaga 


ccgcccngaa 


gctcctcnag 


gagtggggga 


gcctggaaaa 


cctcctcaag 


660 


aacctggacc 


gggtgaagcc 


cgccntccgg 


gagaagatcc 


aggcccacat 


ggangacctg 


720 


angctctcct 


gggagctntc 


ccaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aagnggcggg 


agcccgaccg 


ggaggggctt 


agggcctttc 


tggagaggct 


ggagtttggc 


840 


agcctcctcc 


acgagttcgg 


cctcctggag 


ggccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtcctttccc 


gccccgagcc 


catgtgggcc 


960 


gagcttctgg 


ccctggccgc 


cgccagggag 


ggccgggtcc 


accgggcacc 


agaccccttt 


1020 


angggcctna 


gggacctnaa 


ggaggtgcgg 


ggnctcctcg 


ccaaggacct 


ggccgttttg 


1080 


gccctgaggg 


agggcctnga 


cctcntgccc 


ggggacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggacccct 


ccaacaccac 


ccccgagggg 


gtggcccggc 


gctacggggg 


ggagtggacg 


1200 


gaggangcgg 


gggagcgggc 


cctcctntcc 


gagaggctct 


tccngaacct 


nnngcagcgc 


1260 


cttgaggggg 


a 99 a 9 a 99 ct 


cctttggctt 


taccaggagg 


tggagaagcc 


cctttcccgg 


1320 


gtcctggccc 


acatggaggc 


cacgggggtn 


cggctggacg 


tggcctacct 


ccaggccctn 


1380 


tccctggagg 


tggcggagga 


gatccgccgc 


ctcgaggagg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tgctctttga 


cgagctnggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacn 


ggcaagcgct 


ccaccagcgc 


cgccgtgctg 


1560 


gaggccctnc 


gngaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctcaaga 


acacctacat 


ngaccccctg 


ccngncctcg 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggcttagtag 


ctccgacccc 


1740 


aacctgcaga 


acatccccgt 


ccgcaccccn 


ctgggccaga 


ggatccgccg 


ggccttcgtg 


1800 
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gccgaggagg 


gntgggtgtt 


ggtggccctg gactatagcc 


agatagagct 


ccgggtcctg 


1860 


gcccacctct 


ccggggacga 


gaacctgatc 


cgggtcttcc 


aggaggggag 


ggacatccac 


1920 


acccagaccg 


ccagctggat 


gttcggcgtc 

ZJ ZJ Z) 


cccccggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 

vvv ZJ ZJ ZJ ZJ 


ctctacggca 


tgtccgccca 


ccgcctctcc 


2040 


caggagcttg 


ccatccccta 


cqaqqaqqcq 

^ZJ ZJZJ ZJZJ ZJ 


gtggccttca 


ttgagcgcta 


cttccagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctqaaaq 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccggcgctac 


gtgcccgacc 


tcaacgcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggcggagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggccatggt 


gaagctcttc 


ccccggctnc 


aggaaatggg 


ggccaggatg 


2340 


ctcctncagg 


tccacgacga 


gctggtcctc 


gaggccccca 


aagagcgggc 


ggaggnggtg 


2400 


gccgctttgg 


ccaaggaggt 


catggagggg 


gtctatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


tgggggagga 


ctggctctcc 


gccaaggagt 


ag 




2502 



<210> 157 

<211> 832 

<212> PRT 

<2 13 > Thermus aquaticus 

<400> 157 

Met Arg Gly 
1 

Val Asp Gly 

Leu Thr Thr 
35 

Lys Ser Leu 
50 

Val Phe Asp 
65 

Tyr Lys Ala 

Ala Leu lie 

Val Pro Gly 
115 

Ala Glu Lys 
130 
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Met Leu Pro Leu Phe Glu 
5 

His His Leu Ala Tyr Arg 
20 25 

Ser Arg Gly Glu Pro Val 
40 

Leu Lys Ala Leu Lys Glu 
55 

Ala Lys Ala Pro Ser Phe 
70 

Gly Arg Ala Pro Thr Pro 
85 

Lys Glu Leu Val Asp Leu 
100 105 

Tyr Glu Ala Asp Asp Val 
120 

Glu Gly Tyr Glu Val Arg 
135 



Pro Lys Gly Arg Val Leu Leu 
10 15 

Thr Phe His Ala Leu Lys Gly 
30 

Gin Ala Val Tyr Gly Phe Ala 
45 

Asp Gly Asp Ala Val He Val 
60 

Arg His Glu Ala Tyr Gly Gly 
75 80 

Glu Asp Phe Pro Arg Gin Leu 
90 95 

Leu Gly Leu Ala Arg Leu Glu 
110 

Leu Ala Ser Leu Ala Lys Lys 
125 

He Leu Thr Ala Asp Lys Asp 
140 



Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu Gly 
145 150 155 160 

Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro 
165 170 175 

Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp Asn 
180 185 190 

Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu Leu 
195 200 205 

Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg Leu 
210 215 220 

Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu Lys 
225 230 235 240 

Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu Val 
245 250 255 

Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala Asp 
305 310 315 320 

Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala Pro 
325 330 335 

Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu Pro 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn Leu 
405 410 415 

Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg Glu 
420 425 430 

Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val Ala 
450 455 460 



Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly His 
465 470 475 480 
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Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser Thr 
530 535 540 

Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val Ala 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His Thr 
625 630 635 640 

Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp Pro 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala Arg 
725 730 735 

Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 
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Asp Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val Ala 
785 790 795 800 

Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Glu 
820 825 830 

<210> 158 
<211> 831 
<212> PRT 

< 2 1 3 > The rmu s f 1 a vu s 
<400> 158 

Met Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Val Val Val Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Val Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Arg Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ala lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Ala Trp Leu Tyr Glu Lys Tyr Gly Leu Arg Pro Glu 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Gin Arg Leu lie Arg 
195 200 205 
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Glu Trp Gly Ser Leu Glu Asn Leu Phe Gin His Leu Asp Gin Val Lys 
210 215 220 

Pro Ser Leu Arg Glu Lys Leu Gin Ala Gly Met Glu Ala Leu Ala Leu 
225 230 235 240 

Ser Arg Lys Leu Ser Gin Val His Thr Asp Leu Pro Leu Glu Val Asp 
245 250 255 

Phe Gly Arg Arg Arg Thr Pro Asn Leu Glu Gly Leu Arg Ala Phe Leu 
260 265 270 

Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu Glu 
275 280 285 

Gly Pro Lys Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly Ala 
290 295 300 

Phe Leu Gly Phe Ser Phe Ser Arg Pro Glu Pro Met Trp Ala Glu Leu 
305 310 315 320 

Leu Ala Leu Ala Gly Ala Trp Glu Gly Arg Leu His Arg Ala Gin Asp 
325 330 335 

Pro Leu Arg Gly Leu Arg Asp Leu Lys Gly Val Arg Gly lie Leu Ala 
340 345 350 

Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly Leu Asp Leu Phe Pro 
355 360 365 

Glu Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn Thr 
370 375 380 

Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu Asp 
385 390 395 400 

Ala Gly Glu Arg Ala Leu Leu Ala Glu Arg Leu Phe Gin Thr Leu Lys 
405 410 415 

Glu Arg Leu Lys Gly Glu Glu Arg Leu Leu Trp Leu Tyr Glu Glu Val 
420 425 430 

Glu Lys Pro Leu Ser Arg Val Leu Ala Arg Met Glu Ala Thr Gly Val 
435 440 445 

Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Val Glu Ala 
450 455 460 

Glu Val Arg Gin Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His Pro 
465 470 475 480 

Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp Glu 
485 490 495 

Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys Arg Ser 
500 505 510 

Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie Val 
515 520 525 



Asp Arg lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Asn Thr Tyr 
530 535 540 
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lie Asp Pro Leu Pro Ala Leu Val His Pro Lys Thr Gly Arg Leu His 
545 550 555 560 

Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser Ser 
565 570 575 

Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin Arg 
580 585 590 

He Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Val Leu Val Val Leu 
595 600 605 

Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala His Leu Ser Gly Asp 
610 615 620 

Glu Asn Leu He Arg Val Phe Gin Glu Gly Arg Asp He His Thr Gin 
625 630 635 640 

Thr Ala Ser Trp Met Phe Gly Val Ser Pro Glu Gly Val Asp Pro Leu 
645 650 655 

Met Arg Arg Ala Ala Lys Thr He Asn Phe Gly Val Leu Tyr Gly Met 
660 665 670 

Ser Ala His Arg Leu Ser Gly Glu Leu Ser lie Pro Tyr Glu Glu Ala 
675 680 685 

Val Ala Phe He Glu Arg Tyr Phe Gin Ser Tyr Pro Lys Val Arg Ala 
690 695 700 

Trp He Glu Gly Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val Glu 
705 710 715 720 

Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg Val 
725 730 735 

Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro Val 
740 745 750 

Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Arg Leu Phe 
755 760 765 

Pro Arg Leu Gin Glu Leu Gly Ala Arg Met Leu Leu Gin Val His Asp 
770 775 780 

Glu Leu Val Leu Glu Ala Pro Lys Asp Arg Ala Glu Arg Val Ala Ala 
785 790 795 800 

Leu Ala Lys Glu Val Met Glu Gly Val Trp Pro Leu Gin Val Pro Leu 
805 810 815 



Glu Val Glu Val Gly Leu Gly Glu Asp Trp Leu Ser Ala Lys Glu 
820 825 830 
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<210> 159 

<211> 833 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> X 

<222> (1) . . (833) 

<223> X is any amino acid 

<400> 159 

Met Xaa Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu 
15 10 15 

Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly 
20 25 30 

Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala 
35 40 45 

Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val Xaa Val 
50 55 60 

Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu Ala 
65 70 75 80 

Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu 
85 90 95 

Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Xaa Arg Leu Glu 
100 105 110 

Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys 
115 120 125 

Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp 
130 135 140 

Leu Tyr Gin Leu Leu Ser Asp Arg lie Ala Val Leu His Pro Glu Gly 
145 150 155 160 

Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg Pro 
165 170 175 

Glu Gin Trp Val Asp Tyr Arg Ala Leu Xaa Gly Asp Pro Ser Asp Asn 
180 185 190 

Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Xaa Lys Leu Leu 
195 200 205 
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Xaa Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu Asp Arg Val 
210 215 220 

Lys Pro Xaa Xaa Arg Glu Lys lie Xaa Ala His Met Glu Asp Leu Xaa 
225 230 235 240 

Leu Ser Xaa Xaa Leu Ser Xaa Val Arg Thr Asp Leu Pro Leu Glu Val 
245 250 255 

Asp Phe Ala Xaa Arg Arg Glu Pro Asp Arg Glu Gly Leu Arg Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Xaa Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 

Leu Leu Ala Leu Ala Ala Ala Arg Xaa Gly Arg Val His Arg Ala Xaa 
325 330 335 

Asp Pro Leu Xaa Gly Leu Arg Asp Leu Lys Glu Val Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly Leu Asp Leu Xaa 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Asp Ala Gly Glu Arg Ala Leu Leu Ser Glu Arg Leu Phe Xaa Asn Leu 
405 410 415 

Xaa Xaa Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Xaa Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu Val Ala 
450 455 460 

Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 



Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Asn Thr 
530 535 540 
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Tyr lie Asp Pro Leu Pro Xaa Leu Val His Pro Arg Thr Gly Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Xaa Leu Val Ala 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Pro 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn Ala Arg 
725 730 735 

Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Xaa Glu Met Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 

Asp Glu Leu Val Leu Glu Ala Pro Lys Xaa Arg Ala Glu Xaa Val Ala 
785 790 795 800 

Ala Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly Xaa Gly Glu Asp Trp Leu Ser Ala Lys Glu 
820 825 830 



Xaa 
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<210> 160 

<211> 640 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 160 



gggagcccag 


cuaugaacuc 


cuucuccaca 


agcgccuucg 


guccaguugc 


cuucucccug 


60 


gggcugcucc 


ugguguugcc 


ugcugccuuc 


ccugccccag 


uacccccagg 


agaagauucc 


120 


aaagauguag 


ccgccccaca 


cagacagcca 


cucaccucuu 


cagaacgaau 


ugacaaacaa 


180 


auucgguaca 


uccucgacgg 


caucucagcc 


cugagaaagg 


agacauguaa 


caagaguaac 


240 


augugugaaa 


gcagcaaaga 


ggcacuggca 


gaaaacaacc 


ugaaccuucc 


aaagauggcu 


300 


gaaaaagaug 


gaugcuucca 


aucuggauuc 


aaugaggaga 


cuugccuggu 


gaaaaucauc 


360 


acuggucuuu 


uggaguuuga 


gguauaccua 


gaguaccucc 


agaacagauu 


ugagaguagu 


420 


gaggaacaag 


ccagagcugu 


ccagaugagu 


acaaaagucc 


ugauccaguu 


ccugcagaaa 


480 


aaggcaaaga 


aucuagaugc 


aauaaccacc 


ccugacccaa 


ccacaaaugc 


cagccugcug 


540 


acgaagcugc 


aggcacagaa 


ccaguggcug 


caggacauga 


caacucaucu 


cauucugcgc 


600 


agcuuuaagg 


aguuccugca 


guccagccug 


agggcucuuc 






640 



<210> 161 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 161 

agggagaagg caactggacc gaaggcc 27 

<210> 162 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<221> n 

<222> (1) . . (1) 

<223> TH 5' end has a fluorescein label. 

<220> 

<221> n 

<222> (35) . . (35) 

<223> TH 3' end is modified with a dideoxynucleotide . 

<400> 162 

ncgaaattaa tacgcttgtg gagaaggagt tcatn 

<210> 163 

<211> 53 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 163 

gctatgaact ccttctccac aagcgccttc ggtccagttg ccttctccct ggg 

<210> 164 

<211> 214 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 164 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
15 10 15 

Glu Trp Thr Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu 
20 25 30 

Phe Ala Asn Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp 
35 40 45 

Leu Tyr Arg Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met 
50 55 60 

Glu Ala Thr Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser 
65 70 75 80 
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Leu Glu Val Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg 
85 90 95 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
100 105 ' 110 

Val Leu Phe Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys 
115 120 125 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
130 135 140 

Ala His Pro lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys 
145 150 155 160 

Leu Lys Ser Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg 
165 170 175 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
180 185 190 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
195 200 205 

Pro Leu Gly Gin Arg lie 
210 

<210> 165 

<211> 214 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 165 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
15 10 15 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
20 25 30 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
35 40 45 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
50 55 60 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
65 70 75 80 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
85 90 95 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
100 105 110 
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Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
115 120 125 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
130 135 140 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
145 150 155 160 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
165 170 175 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
180 185 190 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
195 200 205 

Pro Leu Gly Gin Arg lie 
210 

<210> 166 

<211> 37 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> n 

<222> (1) . , (1) 

<223> TH 5' end is modified with a biotin-streptavitin complex. 

<400> 166 

nucacggcag uuggugcgcc ucggaacgag gcgcacg 

<210> 167 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 
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<221> n 

<222> (1) . . (1) 

<223> TH 5' end is labeled with tetrachlororf luorescein . 

<400> 167 
nttttcaact gccgtga 

<210> 168 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 168 

tcacggcagt tggtgcgcct cggaacgagg cgcacg 

<210> 169 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 169 

cgccgagatc acctttacat tttctatcgt 

<210> 170 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 170 

ccttccttat cctggatctt ggca 
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<210> 171 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 171 

acgatagaaa atgtaaaggt gate 24 

<210> 172 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> n 

<222> (4) . . (4) 

<223> The residue at this position is a z28 linker group. 

<400> 172 

ctcnttctca gtgcg 15 

<210> 173 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 173 

cgcagtgaga atgaggtgat cteggeggt 2 9 
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<210> 174 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 174 

ccgccgagat cacggatgtt gtaatcagag 

<210> 175 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 175 

gtgcagggtt gactccttct c 

<210> 176 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 176 

gtgcagggtt gactctttct c 

<210> 177 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 177 

gtgcagggtc gactctttct c 



<210> 178 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 178 

tctctgatta caacatccgt gatct 

<210> 179 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 179 

cgccgagatc acgtagttga ggtcaatga 

<210> 180 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 180 

gaatcatact ggaacatgta gaccatc 

<210> 181 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 181 

tcattgacct caactacgtg atct 



<210> 182 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 182 

ccgccgagat cacgatgatc ttgaggct 

<210> 183 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 183 

tggtgcagga ggcattgctc 

<210> 184 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 184 

cagcctcaag attaccgtga tct 

<210> 185 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 185 

ccgtcacgcc tcctccacgg etc 



<210> 186 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 186 

aggcgaaagc cctcaatttc cca 23 

<210> 187 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 187 

aaccactgcc gcaca 15 

<210> 188 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 188 

gagccgtgga ggaggcg 17 

<210> 189 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<220> 

<221> n 

<222> (4) . . (4) 

<223> The residue at this position is a z28 linker group. 

<400> 189 

cacntgcttc gtgg 14 

<210> 190 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 190 

ccaggaagca agtggaggcg tgacggt 27 

<210> 191 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 191 

ccgtcacgcc tccttcggag tttggg 26 

<210> 192 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 192 

gggttgtgga gtgagtgttc aagta 25 
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<210> 193 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 193 

gggaaactcc gaaggaggcg 

<210> 194 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 194 

ccgtcacgcc tctctgactg cca 

<210> 195 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 195 

ttgtcactcg gggttcgaga agatgaa 

<210> 196 

<211> 11 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 196 
gggccagagg g 



<210> 197 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 197 
aggcagtcag agaggcg 

<210> 198 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 198 

ccgtcacgcc tcctcctcat tgaatt 

<210> 199 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 199 

ccaaaagtcc agtgatgatt ttcaccaggc aagta 

<210> 200 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 200 

cagattggaa gcatccatct 



<210> 201 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 201 

gattcaatga ggaggaggc 

<210> 202 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 202 

ccgtcacgcc tccatctgtt tagg 

<210> 203 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 203 

caggtcctgg aaggagcact ta 

<210> 204 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 204 

gccatcagct tctttgttct tgtcatc 



<210> 205 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 205 

gccctaaaca gatggaggcg 20 

<210> 206 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 206 

ccgtcacgcc tcctccagtt gtag 24 

<210> 207 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 207 

aaaatcatct gtaaatccag cagtaaatga 3 0 

<210> 208 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 208 

ctgtgttttc tttgtagaac 20 
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<210> 209 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 209 

ctacaactgg aggaggc 17 

<210> 210 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 210 

ccgtcacgcc tcctctcagt tct 23 

<210> 211 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 211 

gtgtggtcca ctctcaatca a 21 

<210> 212 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 
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<221> modif ied_base 
<222> (1) . . (1) 

<223> The residue at tH position contains a TET-label. 

<400> 212 

attagaaagg aagggaagaa agcgaa 26 

<210> 213 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 213 

gcttgacggg gaaagccggc gaacgtggcg 3 0 

<210> 214 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 214 

cttgacgggg aaagccggcg aacgtggcga 3 0 

<210> 215 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 215 

tgacggggaa agccggcgaa cgtggcgaga 30 
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L 



<210> 216 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 216 

acggggaaag ccggcgaacg tggcgagaaa 3 0 

<210> 217 

<211> 53 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 217 

ttcgctttct tcccttcctt tctcgccacg ttcgccggct ttccccgtca age 53 

<210> 218 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (1)..(1) 

<223> The residue at tH positions contains a fluoroscein label. 

<400> 218 

tttccctcct cctcttcc 18 
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<210> 219 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 219 

acacagtgtc ctcccgctcc tcctgagcaa 30 
<210> 220 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 220 

atgaggaaga ggaggagggt gctcaggagg agcgggagga cactgtgtct gtca 54 
<210> 221 
<211> 840 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 221 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Ala Val 
50 55 60 

lie Val Val Phe Asp Ala Glu Ala Pro Ser Phe Arg His Glu Ala Tyr 
65 70 75 80 

Gly Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg 
85 90 95 
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Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr Arg 
100 105 110 

Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu Ala 
115 120 125 

Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp 
130 135 140 

Lys Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro 
145 150 155 160 

Glu Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu 
165 170 175 

Arg Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser 
180 185 190 

Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu Lys 
195 200 205 

Leu Leu Lys Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp 
210 215 220 

Arg Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp 
225 230 235 240 

Leu Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys 
260 265 270 

Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly 
275 280 285 

Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro Pro Pro 
290 295 300 

Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp 
305 310 315 320 

Ala Asp Leu Leu Ala Leu Ala Ala Cys Arg Gly Gly Arg Val His Arg 
325 330 335 

Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val Arg Gly 
340 345 350 

Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly Leu Asp 
355 360 365 

Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro 
370 375 380 

Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp 
385 390 395 400 

Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu His Arg 
405 410 415 

Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 
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His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser Leu Glu 
450 455 460 

Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Arg Leu Pro Ala Leu Lys Lys Thr Lys Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His 
515 520 525 

Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys Leu Lys 
530 535 540 

Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp Ala Leu 
595 600 605 

Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val 
645 650 655 

Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr 
675 680 685 

Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Asn 
725 730 735 

Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 



Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val 
755 760 765 
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Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu Leu Gin 
770 775 780 

Val Ala Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala Glu Glu 
785 790 795 800 

Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro Leu Ala 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu Ser Ala 
820 825 830 

Lys Gly His His His His His His 
835 840 

<210> 222 

<211> 2520 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



<400> 222 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


tacctttttt 


gccctgaagg 


gcctcaccac 


cagccggggg 


120 


gagccggtcc 


aggcggtgta 


cgggtttgcc 


aagagccttt 


tgaaggcgct 


aagagaagac 


180 


ggggacgcgg 


tgatcgtggt 


ctttgacgcc 


gaggccccct 


ccttccgcca 


cgaggcctac 


240 


999999 taca 


aggcggggcg 


ggctcccacc 


cccgaggact 


ttccccggca 


gcttgccctt 


300 


atcaaggagc 


tggtggacct 


cctggggttt 


acccgcctcg 


aggtccccgg 


ctacgaggcg 


360 


gacgacgttc 


tcgccaccct 


ggccaagaag 


gcggaaaagg 


aggggtacga 


ggtgcgcatc 


420 


ctcaccgccg 


acaaagacct 


ttaccagctc 


ctttccgacc 


gcatccacgt 


cctccacccc 


480 


gaggggtacc 


tcatcacccc 


ggcctggctt 


tgggaaaagt 


acggcctgag 


gcccgaccag 


540 


tgggccgact 


accgggccct 


gaccggggac 


gagtccgaca 


accttcccgg 


ggtcaagggc 


600 


atcggggaga 


agaccgccct 


caagctcctc 


aaggagtggg 


ggagcctgga 


agccctcctc 


660 


aagaacctgg 


accggctgaa 


gcccgccatc 


cgggagaaga 


tcctggccca 


catggacgat 


720 


ctgaagctct 


cctgggacct 


ggccaaggtg 


cgcaccgacc 


tgcccctgga 


ggtggacttc 


780 


gccaaaaggc 


gggagcccga 


ccgggagggg 


cttaaggcct 


ttttggagag 


gctggagttc 


840 


ggcagcctcc 


tccacgagtt 


cggcctcctg 


ggaggggaga 


agccccggga 


ggaggccccc 


900 


tggcccccgc 


cggaaggggc 


cttcgtgggc 


tttgtgcttt 


cccgcaagga 


gcccatgtgg 


960 


gccgatcttc 


tggccctggc 


cgcctgcagg 


ggcggccgcg 


tgcaccgggc 


agcagacccc 


1020 
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1 1 ggcggggc 


taaaggacct 


caaggaggtc 


cggggcctcc 


tcgccaagga 


cctcgccgtc 


1080 


c cggccccga 


999 a 9999 ct 


agacc t cgtg 


cccggggacg 


accccatgct 


cctcgcctac 


1140 


^ ^* /— f /"t 

c ccctgydcc 


CLtcgaacac 


cacccccgag 


9999tggcgc 


ggcgctacgg 


gggggagtgg 


12 00 


acggaggacg 


ccgcccaccg 


ggccctcctc 


tcggagaggc 


tccatcggaa 


cctccttaag 


1260 


cgcc tcgagg 


ggg^ggsgaa 


gctcctttgg 


ctctaccacg 


aggtggaaaa 


gcccctctcc 


1320 


cgggtcctgg 


cccatatgga 


ggccaccggg 


gtacggcggg 


acgtggccta 


ccttcaggcc 


1380 


ctttccctgg 


agcttgcgga 


ggagatccgc 


cgcctcgagg 


aggaggtctt 


ccgcttggcg 


1440 


ggccacccct 


t caacctcaa 


ctcccgggac 


cagctggaaa 


gggtgctctt 


tgacgagctt 


1500 


aggcttcccg 


ccttgaagaa 


gacgaagaag 


acaggcaagc 


gctccaccag 


cgccgcggtg 


1560 


ctggaggccc 


tacgggaggc 


ccaccccatc 


gtggagaaga 


tcctccagca 


ccgggagctc 


1620 


accaagctca 


agaacaccta 


cgtggacccc 


ctcccaagcc 


tcgtccaccc 


gaggacgggc 


1680 


cgcctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


ggaggcttag 


tagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtccgcacc 


cccttgggcc 


agaggatccg 


ccgggccttc 


1800 


9t99 cc 9 a 99 


cgggttgggc 


gttggtggcc 


ctggactata 


gccagataga 


gctccgcgtc 


1860 


ctcgcccacc 


tctccgggga 


cgaaaacctg 


atcagggtct 


tccaggaggg 


gaaggacatc 


1920 


cacacccaga 


ccgcaagctg 


gatgt tcggc 


gtccccccgg 


aggccgtgga 


ccccctgatg 


1980 


cgccgggcgg 


ccaagacggt 


gaacttcggc 


gtcctctacg 


gcatgtccgc 


ccataggctc 


2040 


tcccaggagc 


ttgccatccc 


ctacgaggag 


gcggtggcct 


ttatagagcg 


ctacttccaa 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aagaccctgg 


aggaggggag 


gaagcggggc 


2160 


tacgtggaaa 


ccctcttcgg 


aagaaggcgc 


tacgtgcccg 


acctcaacgc 


ccgggtgaag 


2220 


agcgtcaggg 


sggccgcgga 


gcgcatggcc 


ttcaacatgc 


ccgtccaggg 


caccgccgcc 


2280 


gacctcatga 


agctcgccat 


ggtgaagctc 


ttcccccgcc 


tccgggagat 


gggggcccgc 


2340 


atgctcctcc 


aggtcgccaa 


cgagctcctc 


ctggaggccc 


cccaagcgcg 


ggccgaggag 


2400 


gtggcggctt 


tggccaagga 


ggccatggag 


aaggcctatc 


ccctcgccgt 


gcccctggag 


2460 


gtggaggtgg 


ggatggggga 


ggactggctt 


tccgccaagg 


gtcaccacca 


ccaccaccac 


2520 



<210> 223 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<220> 

<221> n 

<222> (1) . . (1) 

<223> TH 5 ' end has a fluorescein label. 

<220> 

<221> n 

<222> (6) . . (6) 

<223> The residue at tH position is a cy3 abasic linker group. 

<400> 223 

ncgctntctc gctcgc 16 

<210> 224 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 224 

acggaacgag cgtctttg 18 

<210> 225 

<211> 32 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 225 

gcgagcgaga cagcgaaaga cgcucguucc gu 32 

<210> 226 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 226 

gcgagcgaga cagcgaaaga cgctcgttcc 

<210> 227 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 227 

acggaacgag cgtctttcat ctgtcaatc 

<210> 228 

<211> 26 

<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 228 

ucacggcagu uggugcggaa cgcacg 

<210> 229 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 229 

tcacggcagt tggtgcggaa cgcacg 

<210> 230 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 



<221> n 

<222> (30) . . (30) 

<223> TH 3' end is modified with an amine moiety. 

<400> 230 

cggaggaagc agttggtgcg cctcgttaan 

<210> 231 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> n 

<222> (1) . . (1) 

<223> TH 5' end is labeled with fluorescein. 

<400> 231 

ntccttctca actgcttcct ccg 

<210> 232 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> n 

<222> (28) . . (28) 

<223> TH 3' end is modified with a biotin moiety. 

<400> 232 

aacgaggcgc acctcaaatc tccctttn 

<210> 233 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
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<223> Synthetic 

<220> 

<221> n 

<222> (1) . . (1) 

<223> TH 5' end is labeled with fluorescein. 

<400> 233 

nagcgagaca gcgaaagacg ctcgtt 

<210> 234 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<220> 

<221> n 

<222> (1) . . (1) 

<223> TH 5' end is labeled with fluorescein. 

<400> 234 
nttttcgctg tctcgct 

<210> 235 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 235 
acgagcgtct ttg 

<210> 236 

<211> 36 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 236 

cacgaattcg gggatgctgc ccctctttga gcccaa 36 

<210> 237 

<211> 34 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 237 

gtgagatcta tcactccttg gcggagagcc agtc 34 

<210> 238 

<211> 2502 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 238 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 
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aaaagycygy 


a n/~>f nrra r*/**rt 

aycccyaccy 


99 a 9 a 99 cct 


agggece cic 


tggagaggc c 


cgagcucggc 




a rt t~* f* 'H /-* 4~~ 

aycctccccc 


acyay c t cyg 


ccctc eggaa 


agccccaagg 


ccc eggagga 


ggccccctgg 


q A r\ 


f~* f~* i~* /~>rv r* r<ri/~i 

L-ccccyccyy 


aagyggee c t. 


eg cgggccuc 


4* ^ 4~ ^* y-t 

gegee ccccc 


geaaggagee 


catgtgggcc 


you 




^v„\>, tyy L.cy l 


cgccaggggg 


yyccyyyt.ee 


aeeyyy eccc 


/— < /-r a fir* t~ a +~ 
uyayCCttot 


i no n 


3 a a rr r~> r~* f i- a 


yyyacc ty aa 


/™T**^r a /~r /■* ^ /"» /"*f 

99 a 99 c 9 c 99 


gggc c c c c eg 


ccaaagacc c 


gagcg t uccg 


lUoU 


gccctgaggg 


aaggee txgg 


ccccccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


114 U 


c tggaccc t c 


ccaacaccac 


ccccgagggg 


gtggcccggc 


getaeggegg 


99 a 9 c 99 ac 9 


1 ^ Aft 

12 00 


gaggaggcgg 


gggageggge 


cgccct ttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


sggagaggc t 


cctt tggct t 


tacegggagg 


tggagaggee 


cctttccgct 


132 0 


yccctyyccc 


acatygaygc 


caegggggeg 


cgcccggacg 


tggectatet 


cagggect tg 


1 J oU 


uccctyy agg 


eggcegggga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


144 U 




a**"«/*"<+ - /""«aa/"«4~/'"'< 


ccyyyaccag 


c tggaaaggg 


u c c c c u x, u g a 


cgagc t aggg 


i r Art 

lb U 0 


CUCCCCyCCa 


t eggcaagae 


ggagaagacc 


ggcaageget 


ccaccagcgc 


cgccgtcctg 


1 C ^ A 

IboU 


gaggccc t cc 


gcgaggccca 


ccccat cgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


T ^ O A 


aagctgaaga 


gcacct acat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


cuccacaccc 


gc t t caacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1 /4 U 


a a/~'^~'4 _ /^/"i^a ra 
adtCCCCaya 


acacccccgc 


ccgcaccccg 


c t tgggcaga 


ggatccgccg 


ggect tcatc 


T O A A 

loUU 


t~ir+ r*rt a rift a rtn 

yccyaggagg 


yy tyycuat. u 


ggcyy ccccg 


gac tat agee 


agat agagc t 


cagggtgctg 


T Q C A 


gcccacct.cc 


ccggcgacga 


gaacc tgat c 


cgggtcttcc 


aggaggggcg 


ggacat ccac 


1 Q O A 

iy2o 


acggagac eg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


c 1 1 egggg t c 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2 040 


caggagc t ag 


ccatccctta 


egaggaggee 


caggccttca 


ttgagegcta 


ctttcagagc 


2100 


CtCCCCadyy 


tycgggcctg 


gac tgagaag 


accctggagg 


a 999 ca 99 a 9 


gcgggggt ac 


2 lb 0 


y t-yyo.ya.ee c 


"t~ ^ f~ +~ /~< c~ir~tf~* /~* r~i 

LLLtcyyccy 


ccyccyccac 


gt.gccagacc 


cagaggcccg 


ggegaagage 


z zz u 


gugegggagg 


cggccgagcg 


cacggcc c t c 


aacacgcccg 


uccggggcac 


cgccgccgac 


O O Q A 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacgacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


99 a 99ccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cct 99 a 99t9 


• 2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gecaaggagt 


ga 




2502 
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<210> 


239 














<211> 


833 














<212> 


PRT 














<213> 


Artificial Sequence 










<220> 
















<223> 


Synthetic 












<400> 


0 ~K 9 

<£ J IP 














Met Asn 
1 


Ser 


Gly Met 

c 
O 


Leu Pro Leu Phe Glu Pro Lys 
10 


Gly Arg 


Val 
15 


Leu 


Leu Val 


Asp 


Gly His 


His Leu Ala Tyr Arg Thr Phe 
25 


His 


Ala 
30 


Leu 


Lys 


Gly Leu 


Thr 
35 


Thr Ser 


Arg Gly Glu Pro Val Gin Ala 
40 


Val 
45 


Tyr 


Gly 


Phe 


Ala Lys 
50 


Ser 


Leu Leu 


Lys Ala Leu Lys Glu Asp Gly 
55 60 


Asp 


Ala 


Val 


He 


Val Val 
65 


Phe 


Asp Ala 


Lys Ala Pro Ser Phe Arg His 
70 75 


Glu 


Ala 


Tyr 


Gly 
80 


Gly Tyr 


Lys 


Ala Gly 


Arg Ala Pro Thr Pro Glu Asp 
90 


Phe 


Pro 


Arg 
95 


Gin 


Leu Ala 


Leu 


lie Lys 
100 


Glu Leu Val Asp Leu Leu Gly 
105 


Leu 


Ala 
110 


Arg 


Leu 


Glu Val 


Pro 
115 


Gly Tyr 


Glu Ala Asp Asp Val Leu Ala 
120 


Ser 
125 


Leu 


Ala 


Lys 


Lys Ala 
130 


Glu 


Lys Glu 


Gly Tyr Glu Val Arg He Leu 
135 140 


Thr 


Ala 


Asp 


Lys 


Asp Leu 
145 


Tyr 


Gin Leu 


Leu Ser Asp Arg He His Val 
150 155 


Leu 


His 


Pro 


Glu 
160 


Gly Tyr 


Leu 


He Thr 
165 


Pro Ala Trp Leu Trp Glu Lys 
170 


Tyr Gly 


Leu Arg 
175 


Pro Asp 


Gin 


Trp Ala 
180 


Asp Tyr Arg Ala Leu Thr Gly 
185 


Asp 


Glu 
190 


Ser Asp 


Asn Leu 


Pro 
195 


Gly Val 


Lys Gly He Gly Glu Lys Thr 
200 


Ala Arg 
205 


Lys 


Leu 


Leu Glu 
210 


Glu 


Trp Gly 


Ser Leu Glu Ala Leu Leu Lys 
215 220 


Asn 


Leu 


Asp Arg 


Leu Lys 
225 


Pro 


Ala He 


Arg Glu Lys He Leu Ala His 
230 235 


Met 


Asp 


Asp 


Leu 
240 


Lys Leu 


Ser 


Trp Asp 
245 


Leu Ala Lys Val Arg Thr Asp 
250 


Leu 


Pro 


Leu 
255 


Glu 
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Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Gly Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 
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Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Arg Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asp Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu 



<210> 


240 


<211> 


28 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


240 



cacgaattcc gaggcgatgc ttccgctc 
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<210> 241 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 241 

tcgacgtcga ctaacccttg gcggaaagcc 30 
<210> 242 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 242 

gcatcgcctc ggaattcatg gtc 23 
<210> 243 
<211> 836 
<212> PRT 

<213> Thermus thermophilus 
<400> 243 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 
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Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Asp Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 
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Glu Ala Thr Gly Val 
450 

Leu Glu Leu Ala Glu 
465 

Leu Ala Gly His Pro 
485 

Val Leu Phe Asp Glu 
500 

Thr Gly Lys Arg Ser 
515 

Ala His Pro He Val 
530 

Leu Lys Asn Thr Tyr 
545 

Thr Gly Arg Leu His 
565 

Arg Leu Ser Ser Ser 
580 

Pro Leu Gly Gin Arg 
595 

Ala Leu Val Ala Leu 
610 

His Leu Ser Gly Asp 
625 

Asp He His Thr Gin 
645 

Ala Val Asp Pro Leu 
660 

Val Leu Tyr Gly Met 
675 

Pro Tyr Glu Glu Ala 
690 

Pro Lys Val Arg Ala 
705 

Arg Gly Tyr Val Glu 
725 

Leu Asn Ala Arg Val 
740 

Phe Asn Met Pro Val 
755 

Met Val Lys Leu Phe 
770 



Arg Arg Asp Val Ala Tyr 
455 

Glu He Arg Arg Leu Glu 
470 475 

Phe Asn Leu Asn Ser Arg 
490 

Leu Arg Leu Pro Ala Leu 
505 

Thr Ser Ala Ala Val Leu 
520 

Glu Lys He Leu Gin His 
535 

Val Asp Pro Leu Pro Ser 
550 555 

Thr Arg Phe Asn Gin Thr 
570 

Asp Pro Asn Leu Gin Asn 
585 

He Arg Arg Ala Phe Val 
600 

Asp Tyr Ser Gin He Glu 
615 

Glu Asn Leu He Arg Val 
630 635 

Thr Ala Ser Trp Met Phe 
650 

Met Arg Arg Ala Ala Lys 
665 

Ser Ala His Arg Leu Ser 
680 

Val Ala Phe He Glu Arg 
695 

Trp He Glu Lys Thr Leu 
710 715 

Thr Leu Phe Gly Arg Arg 
730 

Lys Ser Val Arg Glu Ala 
745 

Gin Gly Thr Ala Ala Asp 
760 

Pro Arg Leu Arg Glu Met 
775 



Leu Gin Ala Leu Ser 
460 

Glu Glu Val Phe Arg 
480 

Asp Gin Leu Glu Arg 
495 

Gly Lys Thr Gin Lys 
510 

Glu Ala Leu Arg Glu 
525 

Arg Glu Leu Thr Lys 
540 

Leu Val His Pro Arg 
560 

Ala Thr Ala Thr Gly 
575 

He Pro Val Arg Thr 
590 

Ala Glu Ala Gly Trp 
605 

Leu Arg Val Leu Ala 
620 

Phe Gin Glu Gly Lys 
640 

Gly Val Pro Pro Glu 
655 

Thr Val Asn Phe Gly 
670 

Gin Glu Leu Ala He 
685 

Tyr Phe Gin Ser Phe 
700 

Glu Glu Gly Arg Lys 
720 

Arg Tyr Val Pro Asp 
735 

Ala Glu Arg Met Ala 
750 

Leu Met Lys Leu Ala 
765 

Gly Ala Arg Met Leu 
780 
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Leu Gin Val His Asp Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly 
835 

<210> 244 

<211> 2511 

<212> DNA 

< 2 1 3 > The rmu s the rmoph i 1 u s 

<400> 244 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 




cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcagggacg 


gccgggtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 



- 351 - 



cttaagcgcc tcgaggggga ggagaagctc ctttggctct accacgaggt ggaaaagccc 1320 

ctctcccggg tcctggccca catggaggcc accggggtac ggcgggacgt ggcctacctt 1380 

caggcccttt ccctggagct tgcggaggag atccgccgcc tcgaggagga ggtcttccgc 1440 

ttggcgggcc accccttcaa cctcaactcc cgggaccagc tggaaagggt gctctttgac 1500 

gagcttaggc ttcccgcctt ggggaagacg caaaagacag gcaagcgctc caccagcgcc 1560 

gcggtgctgg aggccctacg ggaggcccac cccatcgtgg agaagatcct ccagcaccgg 1620 

gagctcacca agctcaagaa cacctacgtg gaccccctcc caagcctcgt ccacccgagg 1680 

acgggccgcc tccacacccg cttcaaccag acggccacgg ccacggggag gcttagtagc 1740 

tccgacccca acctgcagaa catccccgtc cgcaccccct tgggccagag gatccgccgg 1800 

gccttcgtgg ccgaggcggg ttgggcgttg gtggccctgg actatagcca gatagagctc 1860 

cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 

gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 

ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 

aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 

ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 

cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 

gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 

gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 

gcccgcatgc tcctccaggt ccacgacgag ctcctcctgg aggcccccca agcgcgggcc 2400 

gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 

ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtta g 2511 
<210> 245 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 245 

atagccatgg tggagcggcc gctctcccgg 30 
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<210> 246 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 246 

aagcgtcgac tcaatcctgc ttcgcctcca gcc 33 

<210> 247 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 247 

aatcgaattc accccacttt ttgacctgga gg 32 

<210> 248 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 248 

ccgggagagc ggccgctcca c 21 

<210> 249 

<211> 2508 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 249 

atggaattca ccccactttt tgacctggag gaacccccca agcgggtgct tctggtggac 60 
ggccaccacc tggcctaccg caccttctat gccctgagcc tcaccacctc ccggggggag 120 
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ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


ggaggacgga 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


240 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


300 


aagcggctgg 


tggaccttct 


gggcctggtc 


cgcctcgagg 


ccccggggta 


cgaggcggac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg 


ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag 


gagaagtacg 


gggtgccccc 


ggagcgctgg 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


ggcggggata 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca 


gagtggggga 


gcgtggaaaa 


cctcctgaag 


660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 


ccccgacctg 


gagggcctga 


gggccttttt 


ggaggagctg 


840 


gagttcggaa 


gcctcctcca 


cgagttcggc 


ctcctgggag 


gggagaagcc 


ccgggaggag 


900 


gccccctggc 


ccccgcccga 


aggggccttc 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcggagg 


gccgggtcca 


ccgggcaaca 


1020 


agcccggttg 


aggccctggc 


cgacctcaag 


gaggcccggg 


ggttcctggc 


caaggacctg 


1080 


gccgttttgg 


ccctgcggga 


gggggtggcc 


ctggacccca 


cggacgaccc 


cctcctggtg 


1140 


gcctacctcc 


tggacccggc 


caacacccac 


cccgaggggg 


tggcccggcg 


ctacgggggc 


1200 


gagttcacgg 


aggacgcagc 


ggagagggcc 


ctcctctccg 


agaggctctt 


ccagaacctc 


1260 


tttccccggc 


tttccgagaa 


gctcctctgg 


ctctaccagg 


aggtggagcg 


gcccctctcc 


1320 


cgggtcttgg 


cccacatgga 


ggcccggggg 


gtgaggctgg 


acgtccccct 


tctggaggcc 


1380 


ctctcctttg 


agctggagaa 


ggagatggag 


cgcctggagg 


gggaggtctt 


ccgtttggcc 


1440 


ggccacccct 


tcaacctcaa 


ctcccgcgac 


cagctggaaa 


gggtcctctt 


tgacgagctg 


1500 


ggcctcaccc 


cggtgggccg 


gacggagaag 


acgggcaagc 


gctccaccgc 


ccagggggcc 


1560 


ctggaggccc 


tccggggggc 


ccaccccatc 


gtggagctca 


tcctccagta 


ccgggagctt 


1620 


tccaagctca 


aaagcaccta 


cctggacccc 


ctgccccggc 


tcgtccaccc 


gcggacgggc 


1680 


cggctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


gaaggctttc 


cagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtgcgcacc 


cccttggggc 


agcgcatccg 


caaggccttc 


1800 


gtggccgagg 


a 9999tggct 


ccttttggcg 


gcggactact 


cccagattga 


gctccgggtc 


1860 


ctggcccacc 


tctcggggga 


cgagaacctg 


aagcgggtct 


tccgggaggg 


gaaggacatc 


1920 


cataccgaga 


ccgccgcctg 


gatgttcggc 


ttagaccccg 


ctctggtgga 


tccaaagatg 


1980 



- 354 - 



cgccgggcgg ccaagacggt caacttcggc gtcctctacg ggatgtccgc ccacaggctc 204 0 
tcccaggagc tcggcataga ctacaaggag gcggaggcct ttattgagcg ctacttccag 2100 
agcttcccca aggtgcgggc ctggatagaa aggaccctgg aggagggccg gacgcggggc 2160 
tacgtggaga ccctgttcgg caggaggcgc tatgtgcccg acctggcctc ccgggtccgc 2220 
tcggtgcggg aggcggcgga gcggatggcc ttcaacatgc ccgtgcaggg caccgccgcc 2280 
gacctgatga agatcgccat ggtcaagctc ttccccaggc taaagcccct gggggcccac 2340 
ctcctcctcc aagtgcacga cgagctggtc ctggaggtgc ccgaggaccg ggccgaggag 24 00 
gccaaggccc tggtcaagga ggtcatggag aacgcctacc ccctggacgt gcccctcgag 24 60 
gtggaggtgg gcgtgggtcg ggactggctg gaggcgaagc aggattga 2508 
<210> 250 
<211> 835 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 250 

Met Glu Phe Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 
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Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Glu Gly Arg Val 
325 330 335 

His Arg Ala Thr Ser Pro Val Glu Ala Leu Ala Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Phe Leu Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Val Ala Leu Asp Pro Thr Asp Asp Pro Leu Leu Val Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ala Asn Thr His Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Phe Thr Glu Asp Ala Ala Glu Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

Phe Gin Asn Leu Phe Pro Arg Leu Ser Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

Gin Glu Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Arg Gly Val Arg Leu Asp Val Pro Leu Leu Glu Ala Leu Ser Phe Glu 
450 455 460 

Leu Glu Lys Glu Met Glu Arg Leu Glu Gly Glu Val Phe Arg Leu Ala 
465 470 475 480 



Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 
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Phe Asp Glu Leu Gly Leu Thr Pro Val Gly Arg Thr Glu Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ala Gin Gly Ala Leu Glu Ala Leu Arg Gly Ala His 
515 520 525 

Pro lie Val Glu Leu lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys 
530 535 540 

Ser Thr Tyr Leu Asp Pro Leu Pro Arg Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Lys Ala Phe Val Ala Glu Glu Gly Trp Leu Leu 
595 600 605 

Leu Ala Ala Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu Lys Arg Val Phe Arg Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Glu Thr Ala Ala Trp Met Phe Gly Leu Asp Pro Ala Leu Val 
645 650 655 

Asp Pro Lys Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Gly lie Asp Tyr 
675 680 685 

Lys Glu Ala Glu Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Arg Thr Leu Glu Glu Gly Arg Thr Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala 
725 730 735 

Ser Arg Val Arg Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys lie Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Lys Pro Leu Gly Ala His Leu Leu Leu Gin 
770 775 780 

Val His Asp Glu Leu Val Leu Glu Val Pro Glu Asp Arg Ala Glu Glu 
785 790 795 800 
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Ala Lys Ala Leu Val Lys Glu Val Met Glu Asn Ala Tyr Pro Leu Asp 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Val Gly Arg Asp Trp Leu Glu Ala 
820 825 830 

Lys Gin Asp 
835 

<210> 251 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 251 

actggaattc ctgcccctct ttgagcccaa g 31 
<210> 252 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 252 

aacagtcgac ctaggccttg gcggaaagcc 3 0 

<210> 253 
<211> 2499 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 253 

atggaattcc tgcccctctt tgagcccaag ggccgggtgc ttctggtgga cggccaccac 60 
ctggcctacc gtaccttttt tgccctgaag ggcctcacca ccagccgcgg ggagccggtc 12 0 
caggcggtgt acgggtttgc caagagcctt ttgaaggcgc taagggaaga cggggatgtg 180 
gtgatcgtgg tgtttgacgc caaggccccc tccttccgcc accagaccta cgaggcctac 240 
aaggcggggc gggctcccac ccccgaggac tttccccggc agcttgccct tatcaaggag 300 
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atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tct t tcggag 


cgaatctcca 


tcctt caccc 


99 a 999ttac 


480 


ctgatcaccc 


cggagtggct 


1 1 gggagaag 


tatgggct ta 


agcct tccca 


gtgggtggac 


54 0 


taccgggcct 


tggccgggga 


ccct tccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


c r\ n 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaacct tct 


taagcacctg 


r r n 

66 0 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


a 9 a 99 ct 99 a 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 


cttaacgcct 


tggccgccgc 


ctgggaggga 


agggtttacc 


gggcggagga 


tcccttggag 


102 0 


gccttgcggg 


ggcttgggga 


ggtgaggggg 


cttttggcca 


aggacctggc 


ggtgctggcc 


1080 


ctgagggaag 


ggattgccct 


ggcaccgggc 


gacgacccca 


tgctcctcgc 


ctacctcctg 


1140 


gatccttcca 


acaccgcccc 


cgaaggggta 


gcccggcgct 


acggggggga 


gtggaccgag 


1200 


gaggcggggg 


aaagggcgct 


gctttccgaa 


aggctttacg 


ccgccctcct 


ggagcggctt 


1260 


aagggggagg 


agaggcttct 


ttggctttac 


gaggaggtgg 


aaaagcccct 


ttcgcgggtc 


1320 


ctggcccaca 


tggaggccac 


99999tacgg 


ttggatgtgg 


cctacttaaa 


ggccctttcc 




ctggaggtgg 


aggcggagat 


aaggcgcttc 


gaggaggagg 


tccaccgcct 


ggccgggcat 


1440 


cctttcaacc 


tgaactcccg 


ggaccagctg 


gaaagggtca 


tct t tgacga 


gcttgggctt 


1500 


cccgccatcg 


gcaagacgga 


gaagacgggc 


aagcgctcca 


ccagcgccgc 


cgttttggag 


1560 


gccttgcggg 


aggctcatcc 


catcgtggac 


cgcatccttc 


agtaccggga 


gctttccaag 


1620 


ctcaagggaa 


cctacatcga 


tcccttgcct 


gccctggtcc 


accccaagac 


gaaccgcctc 


1680 


cacacccgtt 


tcaaccagac 


ggccaccgcc 


acggggaggc 


ttagcagctc 


ggatcctaat 


1740 


ctgcaaaata 


tccccgtgcg 


cacccctttg 


ggccagcgga 


tccgccgggc 


cttcgtggcc 


i o a n 

1800 


gaggaggggt 


ggaggctggt 


ggttttggac 


tacagccaga 


ttgagctcag 


ggtcctggcg 


i o c r\ 
lobU 


cacctttccg 


gggacgagaa 


cctaatccgg 


gtcttccagg 


agggccagga 


catccacacc 


192 0 


cagacggcca 


gctggatgtt 


cggcgtgccc 


ccagaggccg 


tggattccct 


gatgcgccgg 


1980 


gcggccaaga 


ccatcaactt 


cggcgtcctc 


tacggcatgt 


ccgcccaccg 


gctttcggga 


2040 


gagctggcca 


tcccctacga 


ggaggcggtg 


gccttcatcg 


agcggtattt 


ccagagctac 


2100 


cccaaggtgc 


gggcctggat 


tgagaaaacc 


ctggcggaag 


gacgggaacg 


gggctatgtg 


2160 
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gaaaccctct ttggccgccg gcgctacgtg cccgacttgg cttcccgggt gaagagcatc 2220 
cgggaggcag cggagcgcat ggccttcaac atgccggtcc aggggaccgc cgcggatttg 2280 
atgaaactgg ccatggtgaa gctctttccc aggcttcagg agctgggggc caggatgctt 2340 
ttgcaggtgc acgacgaact ggtcctcgag gctcccaagg agcaagcgga ggaagtcgcc 2400 
caggaggcca agcggaccat ggaggaggtg tggcccctga aggtgccctt ggaggtggaa 2460 
gtgggcatcg gggaggactg gctttccgcc aaggcctag 24 99 

<210> 254 
<211> 832 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 254 

Met Glu Phe Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
1 5 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 
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Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 

Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 

Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 

Leu Asn Ala Leu Ala Ala Ala Trp Glu Gly Arg Val Tyr Arg Ala Glu 
325 330 335 

Asp Pro Leu Glu Ala Leu Arg Gly Leu Gly Glu Val Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly lie Ala Leu Ala 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Ala Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Leu Leu Ser Glu Arg Leu Tyr Ala Ala Leu 
405 410 415 

Leu Glu Arg Leu Lys Gly Glu Glu Arg Leu Leu Trp Leu Tyr Glu Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Lys Ala Leu Ser Leu Glu Val Glu 
450 455 460 

Ala Glu lie Arg Arg Phe Glu Glu Glu Val His Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val lie Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys Arg 
500 505 510 



Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 
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Val Asp Arg lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys Gly Thr 
530 535 540 

Tyr lie Asp Pro Leu Pro Ala Leu Val His Pro Lys Thr Asn Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Arg Leu Val Val 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Gin Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Ser 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gly Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Tyr Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Ala Glu Gly Arg Glu Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala Ser Arg 
725 730 735 

Val Lys Ser lie Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Gin Glu Leu Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 

Asp Glu Leu Val Leu Glu Ala Pro Lys Glu Gin Ala Glu Glu Val Ala 
785 790 795 800 

Gin Glu Ala Lys Arg Thr Met Glu Glu Val Trp Pro Leu Lys Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Ala 
820 825 830 
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<210> 255 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 255 

cgatctcctc ggccacctcc 20 
<210> 256 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 256 

ggcggtgccc tggacgggca 20 
<210> 257 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 257 

ccagctcgtt gtggacctga 20 
<210> 258 
<211> 2505 
<212> DNA 

<213> Thermus aquaticus 
<400> 258 

atgaattcgg ggatgctgcc cctctttgag cccaagggcc gggtcctcct ggtggacggc 60 
caccacctgg cctaccgcac cttccacgcc ctgaagggcc tcaccaccag ccggggggag 120 
ccggtgcagg cggtctacgg cttcgccaag agcctcctca aggccctcaa ggaggacggg 180 
gacgcggtga tcgtggtctt tgacgccaag gccccctcct tccgccacga ggcctacggg 240 
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gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggg 


ggccgggtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


9gcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


ccaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 




cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


acatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


2040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 
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ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagagqcccq 

ZJ ZJ ZJ 


gqtgaagaqc 

ZJ ZJ ZJ ZJ zj 


222 0 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


2280 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagt 


gatag 




2505 



<210> 259 



<211> 833 



<212> PRT 

<213> Thermus aquaticus 
<400> 259 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 
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Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 
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i 



Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

.Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu 
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<210> 


260 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 260 

caggaggagc tcgttgtgga cctgga 


<210> 


261 


<211> 


836 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


261 


Met Asn Ser Glu Ala Met Leu : 
1 5 


Leu Leu Val Asp Gly His His : 
20 



10 15 



25 30 



Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 

Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 
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Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Asp Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 



Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 
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Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro He Val Glu Lys He Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn He Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg He Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin He Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu He Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp He His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala He 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe He Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp He Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 



805 



810 



815 



Leu Ala Val Pro Leu 
820 



Glu 



Val 



Glu Val 
825 



Gly Met Gly Glu Asp 
830 



Trp 



Leu 



Ser Ala Lys Gly 
835 
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<210> 262 

<211> 2511 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 262 



atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcagggacg 


gccgggtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 
- 371 - 


tggaaagggt 


gctctttgac 


1500 



gagcttaggc 


ttcccgcctt 


9999 aa 9 a cg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


i c i rv 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


Id oU 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


99 a 9999 aa 9 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga 


9999 a 99 aa 9 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


c 9 c 99 a 9 c 9 c 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


ccacaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


cggctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


a 99tggggat 


gggggaggac 


tggctttccg 


ccaagggtta 


9 


2511 



<210> 263 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 263 

tctagaggat ctatcagtgg tggtggtggt ggtgctcctt ggcggagagc 50 

<210> 264 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 



- 372 - 



<400> 264 

tgcctgcagg tcgacgctag ctagtggtgg tggtggtggt gacccttggc ggaaagcc 

<210> 265 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 265 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 




gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


i a n 

3 00 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


n f n 

3 60 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


4oU 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


gUU 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


c a n 
fabU 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggg 


ggccgggtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


ccaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 


gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


1260 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


cctttccgct 


1320 


gtcctggccc 


acatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1380 
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tccctggagg tggccgagga gatcgcccgc ctcgaggccg aggtcttccg cctggccggc 1440 

caccccttca acctcaactc ccgggaccag ctggaaaggg tcctctttga cgagctaggg 1500 

cttcccgcca tcggcaagac ggagaagacc ggcaagcgct ccaccagcgc cgccgtcctg 1560 

gaggccctcc gcgaggccca ccccatcgtg gagaagatcc tgcagtaccg ggagctcacc 1620 

aagctgaaga gcacctacat tgaccccttg ccggacctca tccaccccag gacgggccgc 1680 

ctccacaccc gcttcaacca gacggccacg gccacgggca ggctaagtag ctccgatccc 1740 

aacctccaga acatccccgt ccgcaccccg cttgggcaga ggatccgccg ggccttcatc 1800 

gccgaggagg ggtggctatt ggtggccctg gactatagcc agatagagct cagggtgctg 1860 

gcccacctct ccggcgacga gaacctgatc cgggtcttcc aggaggggcg ggacatccac 1920 

acggagaccg ccagctggat gttcggcgtc ccccgggagg ccgtggaccc cctgatgcgc 1980 

cgggcggcca agaccatcaa cttcggggtc ctctacggca tgtcggccca ccgcctctcc 2040 

caggagctag ccatccctta cgaggaggcc caggccttca ttgagcgcta ctttcagagc 2100 

ttccccaagg tgcgggcctg gattgagaag accctggagg agggcaggag gcgggggtac 2160 

gtggagaccc tcttcggccg ccgccgctac gtgccagacc tagaggcccg ggtgaagagc 2220 

gtgcgggagg cggccgagcg catggccttc aacatgcccg tccagggcac cgccgccgac 22 80 

ctcatgaagc tggctatggt gaagctcttc cccaggctgg aggaaatggg ggccaggatg 2340 

ctccttcagg tccacaacga gctggtcctc gaggccccaa aagagagggc ggaggccgtg 2400 

gcccggctgg ccaaggaggt catggagggg gtgtatcccc tggccgtgcc cctggaggtg 2460 

gaggtgggga taggggagga ctggctctcc gccaaggagc accaccacca ccaccac 2517 
<210> 266 
<211> 839 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 266 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 
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Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
' 100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245. 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 

Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 

Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 
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Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr .lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 

Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 
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Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 267 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 267 

atgaattccg aggcgatgct tccgctcttt gaacccaaag gccgggtcct cctggtggac 60 

ggccaccacc tggcctaccg caccttcttc gccctgaagg gcctcaccac gagccggggc 12 0 

gaaccggtgc aggcggtcta cggcttcgcc aagagcctcc tcaaggccct gaaggaggac 180 

gggtacaagg ccgtcttcgt ggtctttgac gccaaggccc cctccttccg ccacgaggcc 240 

tacgaggcct acaaggcggg gagggccccg acccccgagg acttcccccg gcagctcgcc 3 00 

ctcatcaagg agctggtgga cctcctgggg tttacccgcc tcgaggtccc cggctacgag 360 

gcggacgacg ttctcgccac cctggccaag aaggcggaaa aggaggggta cgaggtgcgc 42 0 

atcctcaccg ccgaccgcga cctctaccaa ctcgtctccg accgcgtcgc cgtcctccac 480 

cccgagggcc acctcatcac cccggagtgg ctttgggaga agtacggcct caggccggag 540 

cagtgggtgg acttccgcgc cctcgtgggg gacccctccg acaacctccc cggggtcaag 600 

ggcatcgggg agaagaccgc cctcaagctc ctcaaggagt ggggaagcct ggaaaacctc 660 

ctcaagaacc tggaccgggt aaagccagaa aacgtccggg agaagatcaa ggcccacctg 72 0 

gaagacctca ggctctcctt ggagctctcc cgggtgcgca ccgacctccc cctggaggtg 780 
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gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


C\ f\ A 

900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcagggacg 


gccgggtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccctc 


caacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


catggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


1380 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 


cgcgtcctcg 


cccacctctc 


cggggacgaa 


aacctgatca 


gggtcttcca 


ggaggggaag 


1920 


gacatccaca 


cccagaccgc 


aagctggatg 


ttcggcgtcc 


ccccggaggc 


cgtggacccc 


1980 


ctgatgcgcc 


gggcggccaa 


gacggtgaac 


ttcggcgtcc 


tctacggcat 


gtccgcccat 


2040 


aggctctccc 


aggagcttgc 


catcccctac 


gaggaggcgg 


tggcctttat 


agagcgctac 


2100 


ttccaaagct 


tccccaaggt 


gcgggcctgg 


atagaaaaga 


ccctggagga 


ggggaggaag 


2160 


cggggctacg 


tggaaaccct 


cttcggaaga 


aggcgctacg 


tgcccgacct 


caacgcccgg 


2220 


gtgaagagcg 


tcagggaggc 


cgcggagcgc 


atggccttca 


acatgcccgt 


ccagggcacc 


2280 


gccgccgacc 


tcatgaagct 


cgccatggtg 


aagctcttcc 


cccgcctccg 


ggagatgggg 


2340 


gcccgcatgc 


tcctccaggt 


ccacaacgag 


ctcctcctgg 


aggcccccca 


agcgcgggcc 


2400 


gaggaggtgg 


C99ctttggc 


caaggaggcc 


atggagaagg 


cctatcccct 


cgccgtgccc 


2460 


ctggaggtgg 


aggtggggat 


gggggaggac 


tggctttccg 


ccaagggtca 


ccaccaccac 


2520 


caccac 












2526 
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<210> 268 




























<211> 842 




























<212> PRT 




























<213> Artificial Sequence 




















<220> 






























<223> Synthetic 
























<400> 268 




























Met Asn 
1 


Ser 


Glu 


Ala 


Met 


Leu 


Pro 


Leu 


Phe 
10 


Glu 


Pro 


Lys 


Gly 


Arg 
15 


Val 


Leu Leu 


Val 


Asp 


Gly 


His 


His 


Leu 


Ala 
25 


Tyr 


Arg 


Thr 


Phe 


Phe 
30 


Ala 


Leu 


Lys Gly 


Leu 

35 


Thr 


Thr 


Ser 


Arg 


Gly 
40 


Glu 


Pro 


Val 


Gin 


Ala 
45 


Val 


Tyr 


Gly 


Phe Ala 
50 


Lys 


Ser 


Leu 


Leu 


Lys 
55 


Ala 


Leu 


Lys 


Glu 


Asp 
60 


Gly 


Tyr 


Lys 


Ala 


Val Phe 
65 


Val 


Val 


Phe 


Asp 
70 


Ala 


Lys 


Ala 


Pro 


Ser 
75 


Phe 


Arg 


His 


Glu 


Ala 
80 


Tyr Glu 


Ala 


Tyr 


Lys 

O -J 


Ala 


Gly 


Arg 


Ala 


Pro 
90 


Thr 


Pro 


Glu 


Asp 


Phe 
95 


Pro 


Arg Gin 


Leu 


Ala 
100 


Leu 


He 


Lys 


Glu 


Leu 
105 


Val 


Asp 


Leu 


Leu 


Gly 
110 


Phe 


Thr 


Arg Leu 


Glu 
115 


Val 


Pro 


Gly 


Tyr 


Glu 
120 


Ala 


Asp 


Asp 


Val 


Leu 
125 


Ala 


Thr 


Leu 


Ala Lys 
130 


Lys 


Ala 


Glu 


Lys 


Glu 
135 


Gly 


Tyr 


Glu 


Val 


Arg 
140 


He 


Leu 


Thr 


Ala 


Asp Arg 
145 


Asp 


Leu 


Tyr 


Gin 
150 


Leu 


Val 


Ser 


Asp 


Arg 
155 


Val 


Ala 


Val 


Leu 


His 
160 


Pro Glu 


Gly 


His 


Leu 
165 


He 


Thr 


Pro 


Glu 


Trp 
170 


Leu 


Trp 


Glu 


Lys 


Tyr 
175 


Gly 


Leu Arg 


Pro 


Glu 
180 


Gin 


Trp 


Val 


Asp 


Phe 
185 


Arg 


Ala 


Leu 


Val 


Gly 
190 


Asp 


Pro 


Ser Asp 


Asn 
195 


Leu 


Pro 


Gly 


Val 


Lys 
200 


Gly 


He 


Gly 


Glu 


Lys 
205 


Thr 


Ala 


Leu 


Lys Leu 
210 


Leu 


Lys 


Glu 


Trp 


Gly 
215 


Ser 


Leu 


Glu 


Asn 


Leu 
220 


Leu 


Lys 


Asn 


Leu 


Asp Arg 
225 


Val 


Lys 


Pro 


Glu 
230 


Asn 


Val 


Arg 


Glu 


Lys 
235 


He 


Lys 


Ala 


His 


Leu 
240 


Glu Asp 


Leu 


Arg 


Leu 
245 


Ser 


Leu 


Glu 


Leu 


Ser 
250 


Arg 


Val 


Arg 


Thr 


Asp 
255 


Leu 
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Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Asp Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 

Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 
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Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lys Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 

Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 



<210> 


269 


<211> 


30 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


269 



gccgccaggg gcggccgcgt ccaccgggcc 
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<210> 270 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 270 

gcctgcaggg gcggccgcgt gcaccggggc a 31 

<210> 271 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 271 

ctcctggacc cttcgaacac cacccc 26 

<210> 272 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 272 

gtcctggccc atatggaggc cac 23 

<210> 273 

<211> 2526 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 273 
atgaattccg 


aggcgatgct 


tccgctcttt 


gaacccaaag 


gccgggtcct 


cctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttcttc 


gccctgaagg 


gcctcaccac 


gagccggggc 


120 


gaaccggtgc 


aggcggtcta 


cggcttcgcc 


aagagcctcc 


tcaaggccct 


gaaggaggac 


180 


gggtacaagg 


ccgtcttcgt 


ggtctttgac 


gccaaggccc 


cctccttccg 


ccacgaggcc 


240 


tacgaggcct 


acaaggcggg 


gagggccccg 


acccccgagg 


acttcccccg 


gcagctcgcc 


300 


ctcatcaagg 


agctggtgga 


cctcctgggg 


tttacccgcc 


tcgaggtccc 


cggctacgag 


360 


gcggacgacg 


ttctcgccac 


cctggccaag 


aaggcggaaa 


aggaggggta 


cgaggtgcgc 


420 


atcctcaccg 


ccgaccgcga 


cctctaccaa 


ctcgtctccg 


accgcgtcgc 


cgtcctccac 


480 


cccgagggcc 


acctcatcac 


cccggagtgg 


ctttgggaga 


agtacggcct 


caggccggag 


540 


cagtgggtgg 


acttccgcgc 


cctcgtgggg 


gacccctccg 


acaacctccc 


cggggtcaag 


600 


ggcatcgggg 


agaagaccgc 


cctcaagctc 


ctcaaggagt 


ggggaagcct 


ggaaaacctc 


660 


ctcaagaacc 


tggaccgggt 


aaagccagaa 


aacgtccggg 


agaagatcaa 


ggcccacctg 


720 


gaagacctca 


ggctctcctt 


ggagctctcc 


cgggtgcgca 


ccgacctccc 


cctggaggtg 


780 


gacctcgccc 


aggggcggga 


gcccgaccgg 


gaggggctta 


gggccttcct 


ggagaggctg 


840 


gagttcggca 


gcctcctcca 


cgagttcggc 


ctcctggagg 


cccccgcccc 


cctggaggag 


900 


gccccctggc 


ccccgccgga 


aggggccttc 


gtgggcttcg 


tcctctcccg 


ccccgagccc 


960 


atgtgggcgg 


agcttaaagc 


cctggccgcc 


tgcaggggcg 


gccgcgtgca 


ccgggcagca 


1020 


gaccccttgg 


cggggctaaa 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


13 80 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


1440 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


1500 


gagcttaggc 


ttcccgcctt 


ggggaagacg 


caaaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


1620 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 
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cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 
gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 
ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 
aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 
ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 
cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 
gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 
gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 
gcccgcatgc tcctccaggt ccacaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 
gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 
ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 252 0 
caccac 2526 
<210> 274 
<211> 842 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 274 

Met Asn Ser Glu Ala Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu 
20 25 30 

Lys Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly 
35 40 45 

Phe Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Tyr Lys Ala 
50 55 60 

Val Phe Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala 
65 70 75 80 

Tyr Glu Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro 
85 90 95 

Arg Gin Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Phe Thr 
100 105 110 

Arg Leu Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Thr Leu 
115 120 125 
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Ala Lys Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala 
130 135 140 

Asp Arg Asp Leu Tyr Gin Leu Val Ser Asp Arg Val Ala Val Leu His 
145 150 155 160 

Pro Glu Gly His Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly 
165 170 175 

Leu Arg Pro Glu Gin Trp Val Asp Phe Arg Ala Leu Val Gly Asp Pro 
180 185 190 

Ser Asp Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Leu 
195 200 205 

Lys Leu Leu Lys Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys Asn Leu 
210 215 220 

Asp Arg Val Lys Pro Glu Asn Val Arg Glu Lys lie Lys Ala His Leu 
225 230 235 240 

Glu Asp Leu Arg Leu Ser Leu Glu Leu Ser Arg Val Arg Thr Asp Leu 
245 250 255 

Pro Leu Glu Val Asp Leu Ala Gin Gly Arg Glu Pro Asp Arg Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Glu Ala Pro Ala Pro Leu Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Val Leu Ser Arg Pro Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Lys Ala Leu Ala Ala Cys Arg Gly Gly Arg Val 
325 330 335 

His Arg Ala Ala Asp Pro Leu Ala Gly Leu Lys Asp Leu Lys Glu Val 
340 345 350 

Arg Gly Leu Leu Ala Lys Asp Leu Ala Val Leu Ala Ser Arg Glu Gly 
355 360 365 

Leu Asp Leu Val Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ser Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Trp Thr Glu Asp Ala Ala His Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

His Arg Asn Leu Leu Lys Arg Leu Glu Gly Glu Glu Lys Leu Leu Trp 
420 425 430 

Leu Tyr His Glu Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met 
435 440 445 

Glu Ala Thr Gly Val Arg Arg Asp Val Ala Tyr Leu Gin Ala Leu Ser 
450 455 460 
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Leu Glu Leu Ala Glu Glu lie Arg Arg Leu Glu Glu Glu Val Phe Arg 
465 470 475 480 

Leu Ala Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg 
485 490 495 

Val Leu Phe Asp Glu Leu Arg Leu Pro Ala Leu Gly Lys Thr Gin Lys 
500 505 510 

Thr Gly Lys Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu 
515 520 525 

Ala His Pro lie Val Glu Lys lie Leu Gin His Arg Glu Leu Thr Lys 
530 535 540 

Leu Lys Asn Thr Tyr Val Asp Pro Leu Pro Ser Leu Val His Pro Arg 
545 550 555 560 

Thr Gly Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly 
565 570 575 

Arg Leu Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr 
580 585 590 

Pro Leu Gly Gin Arg lie Arg Arg Ala Phe Val Ala Glu Ala Gly Trp 
595 600 605 

Ala Leu Val Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala 
610 615 620 

His Leu Ser Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Lys 
625 630 635 640 

Asp lie His Thr Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu 
645 650 655 

Ala Val Asp Pro Leu Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly 
660 665 670 

Val Leu Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie 
675 680 685 

Pro Tyr Glu Glu Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe 
690 695 700 

Pro Lvs Val Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Lys 
705 * 710 715 720 

Arg Gly Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp 
725 730 735 

Leu Asn Ala Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala 
740 745 750 

Phe Asn Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala 
755 760 765 

Met Val Lys Leu Phe Pro Arg Leu Arg Glu Met Gly Ala Arg Met Leu 
770 775 780 

Leu Gin Val His Asn Glu Leu Leu Leu Glu Ala Pro Gin Ala Arg Ala 
785 790 795 800 
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Glu Glu Val Ala Ala Leu Ala Lys Glu Ala Met Glu Lys Ala Tyr Pro 
805 810 815 

Leu Ala Val Pro Leu Glu Val Glu Val Gly Met Gly Glu Asp Trp Leu 
820 825 830 

Ser Ala Lys Gly His His His His His His 
835 840 

<210> 275 

<211> 2517 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 275 



atgaattcgg 


ggatgctgcc 


cctctttgag 


cccaagggcc 


gggtcctcct 


ggtggacggc 


60 


caccacctgg 


cctaccgcac 


cttccacgcc 


ctgaagggcc 


tcaccaccag 


ccggggggag 


120 


ccggtgcagg 


cggtctacgg 


cttcgccaag 


agcctcctca 


aggccctcaa 


ggaggacggg 


180 


gacgcggtga 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacggg 


240 


gggtacaagg 


cgggccgggc 


ccccacgccg 


gaggactttc 


cccggcaact 


cgccctcatc 


300 


aaggagctgg 


tggacctcct 


ggggctggcg 


cgcctcgagg 


tcccgggcta 


cgaggcggac 


360 


gacgtcctgg 


ccagcctggc 


caagaaggcg 


gaaaaggagg 


gctacgaggt 


ccgcatcctc 


420 


accgccgaca 


aagaccttta 


ccagctcctt 


tccgaccgca 


tccacgtcct 


ccaccccgag 


480 


gggtacctca 


tcaccccggc 


ctggctttgg 


gaaaagtacg 


gcctgaggcc 


cgaccagtgg 


540 


gccgactacc 


gggccctgac 


cggggacgag 


tccgacaacc 


ttcccggggt 


caagggcatc 


600 


ggggagaaga 


cggcgaggaa 


gcttctggag 


gagtggggga 


gcctggaagc 


cctcctcaag 


660 


aacctggacc 


ggctgaagcc 


cgccatccgg 


gagaagatcc 


tggcccacat 


ggacgatctg 


720 


aagctctcct 


gggacctggc 


caaggtgcgc 


accgacctgc 


ccctggaggt 


ggacttcgcc 


780 


aaaaggcggg 


agcccgaccg 


ggagaggctt 


agggcctttc 


tggagaggct 


tgagtttggc 


840 


agcctcctcc 


acgagttcgg 


ccttctggaa 


agccccaagg 


ccctggagga 


ggccccctgg 


900 


cccccgccgg 


aaggggcctt 


cgtgggcttt 


gtgctttccc 


gcaaggagcc 


catgtgggcc 


960 


gatcttctgg 


ccctggccgc 


cgccaggggc 


ggccgcgtcc 


accgggcccc 


cgagccttat 


1020 


aaagccctca 


gggacctgaa 


ggaggcgcgg 


gggcttctcg 


ccaaagacct 


gagcgttctg 


1080 


gccctgaggg 


aaggccttgg 


cctcccgccc 


ggcgacgacc 


ccatgctcct 


cgcctacctc 


1140 


ctggaccctt 


cgaacaccac 


ccccgagggg 


gtggcccggc 


gctacggcgg 


ggagtggacg 


1200 
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gaggaggcgg 


gggagcgggc 


cgccctttcc 


gagaggctct 


tcgccaacct 


gtgggggagg 


*1 1 C A 


cttgaggggg 


aggagaggct 


cctttggctt 


taccgggagg 


tggagaggcc 


M .»■» 4- 4- 4- A .A A. A 4- 

cctttccgct 


132 0 


gtcctggccc 


atatggaggc 


cacgggggtg 


cgcctggacg 


tggcctatct 


cagggccttg 


1 O A 

1380 


tccctggagg 


tggccgagga 


gatcgcccgc 


ctcgaggccg 


aggtcttccg 


cctggccggc 


1440 


caccccttca 


acctcaactc 


ccgggaccag 


ctggaaaggg 


tcctctttga 


cgagctaggg 


1500 


cttcccgcca 


tcggcaagac 


ggagaagacc 


ggcaagcgct 


ccaccagcgc 


cgccgtcctg 


1560 


gaggccctcc 


gcgaggccca 


ccccatcgtg 


gagaagatcc 


tgcagtaccg 


ggagctcacc 


1620 


aagctgaaga 


gcacctacat 


tgaccccttg 


ccggacctca 


tccaccccag 


gacgggccgc 


1 /"Oft 

1680 


ctccacaccc 


gcttcaacca 


gacggccacg 


gccacgggca 


ggctaagtag 


ctccgatccc 


1740 


aacctccaga 


acatccccgt 


ccgcaccccg 


cttgggcaga 


ggatccgccg 


ggccttcatc 


1800 


gccgaggagg 


ggtggctatt 


ggtggccctg 


gactatagcc 


agatagagct 


cagggtgctg 


1860 


gcccacctct 


ccggcgacga 


gaacctgatc 


cgggtcttcc 


aggaggggcg 


ggacatccac 


1920 


acggagaccg 


ccagctggat 


gttcggcgtc 


ccccgggagg 


ccgtggaccc 


cctgatgcgc 


1980 


cgggcggcca 


agaccatcaa 


cttcggggtc 


ctctacggca 


tgtcggccca 


ccgcctctcc 


O A A A 

2 040 


caggagctag 


ccatccctta 


cgaggaggcc 


caggccttca 


ttgagcgcta 


ctttcagagc 


2100 


ttccccaagg 


tgcgggcctg 


gattgagaag 


accctggagg 


agggcaggag 


gcgggggtac 


2160 


gtggagaccc 


tcttcggccg 


ccgccgctac 


gtgccagacc 


tagaggcccg 


ggtgaagagc 


2220 


gtgcgggagg 


cggccgagcg 


catggccttc 


aacatgcccg 


tccagggcac 


cgccgccgac 


22 80 


ctcatgaagc 


tggctatggt 


gaagctcttc 


cccaggctgg 


aggaaatggg 


ggccaggatg 


2340 


ctccttcagg 


tccacaacga 


gctggtcctc 


gaggccccaa 


aagagagggc 


ggaggccgtg 


2400 


gcccggctgg 


ccaaggaggt 


catggagggg 


gtgtatcccc 


tggccgtgcc 


cctggaggtg 


2460 


gaggtgggga 


taggggagga 


ctggctctcc 


gccaaggagc 


accaccacca 


ccaccac 


2517 



<210> 276 

<211> 839 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 276 

Met Asn Ser Gly Met Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu 
15 10 15 

Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe His Ala Leu Lys 
20 25 30 

Gly Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe 
35 40 45 

Ala Lys Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Asp Ala Val lie 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Gly 
65 70 75 80 

Gly Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu lie Lys Glu Leu Val Asp Leu Leu Gly Leu Ala Arg Leu 
100 105 110 

Glu Val Pro Gly Tyr Glu Ala Asp Asp Val Leu Ala Ser Leu Ala Lys 
115 120 125 

Lys Ala Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Lys 
130 135 140 

Asp Leu Tyr Gin Leu Leu Ser Asp Arg lie His Val Leu His Pro Glu 
145 150 155 160 

Gly Tyr Leu lie Thr Pro Ala Trp Leu Trp Glu Lys Tyr Gly Leu Arg 
165 170 175 

Pro Asp Gin Trp Ala Asp Tyr Arg Ala Leu Thr Gly Asp Glu Ser Asp 
180 185 190 

Asn Leu Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Arg Lys Leu 
195 200 205 

Leu Glu Glu Trp Gly Ser Leu Glu Ala Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Leu Lys Pro Ala lie Arg Glu Lys lie Leu Ala His Met Asp Asp Leu 
225 230 235 240 

Lys Leu Ser Trp Asp Leu Ala Lys Val Arg Thr Asp Leu Pro Leu Glu 
245 250 255 

Val Asp Phe Ala Lys Arg Arg Glu Pro Asp Arg Glu Arg Leu Arg Ala 
260 265 270 

Phe Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu 
275 280 285 

Leu Glu Ser Pro Lys Ala Leu Glu Glu Ala Pro Trp Pro Pro Pro Glu 
290 295 300 



Gly Ala Phe Val Gly Phe Val Leu Ser Arg Lys Glu Pro Met Trp Ala 
305 310 315 320 
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Asp Leu Leu Ala Leu Ala Ala Ala Arg Gly Gly Arg Val His Arg Ala 
325 330 335 

Pro Glu Pro Tyr Lys Ala Leu Arg Asp Leu Lys Glu Ala Arg Gly Leu 
340 345 350 

Leu Ala Lys Asp Leu Ser Val Leu Ala Leu Arg Glu Gly Leu Gly Leu 
355 360 365 

Pro Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser 
370 375 380 

Asn Thr Thr Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr 
385 390 395 400 

Glu Glu Ala Gly Glu Arg Ala Ala Leu Ser Glu Arg Leu Phe Ala Asn 
405 410 415 

Leu Trp Gly Arg Leu Glu Gly Glu Glu Arg Leu Leu Trp Leu Tyr Arg 
420 425 430 

Glu Val Glu Arg Pro Leu Ser Ala Val Leu Ala His Met Glu Ala Thr 
435 440 445 

Gly Val Arg Leu Asp Val Ala Tyr Leu Arg Ala Leu Ser Leu Glu Val 
450 455 460 

Ala Glu Glu lie Ala Arg Leu Glu Ala Glu Val Phe Arg Leu Ala Gly 
465 470 475 480 

His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu Phe 
485 490 495 

Asp Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Glu Lys Thr Gly Lys 
500 505 510 

Arg Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro 
515 520 525 

lie Val Glu Lys lie Leu Gin Tyr Arg Glu Leu Thr Lys Leu Lys Ser 
530 535 540 

Thr Tyr lie Asp Pro Leu Pro Asp Leu lie His Pro Arg Thr Gly Arg 
545 550 555 560 

Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser 
565 570 575 

Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly 
580 585 590 

Gin Arg lie Arg Arg Ala Phe lie Ala Glu Glu Gly Trp Leu Leu Val 
595 600 605 

Ala Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser 
610 615 620 

Gly Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Arg Asp lie His 
625 630 635 640 

Thr Glu Thr Ala Ser Trp Met Phe Gly Val Pro Arg Glu Ala Val Asp 
645 650 655 
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Pro Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr 
660 665 670 

Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Ala lie Pro Tyr Glu 
675 680 685 

Glu Ala Gin Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys Val 
690 695 700 

Arg Ala Trp lie Glu Lys Thr Leu Glu Glu Gly Arg Arg Arg Gly Tyr 
705 710 715 720 

Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Glu Ala 
725 730 735 

Arg Val Lys Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met 
740 745 750 

Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys 
755 760 765 

Leu Phe Pro Arg Leu Glu Glu Met Gly Ala Arg Met Leu Leu Gin Val 
770 775 780 

His Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Arg Ala Glu Ala Val 
785 790 795 800 

Ala Arg Leu Ala Lys Glu Val Met Glu Gly Val Tyr Pro Leu Ala Val 
805 810 815 

Pro Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys 
820 825 830 

Glu His His His His His His 
835 

<210> 277 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 277 

gaggaggcgg ggcaccgggc cgccctt 

<210> 278 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 278 

ctttccgaga ggctccatcg gaacctgtgg gggagg 
<210> 279 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 279 

ctcttcgcca acctgcttaa gaggcttgag ggggag 
<210> 280 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 280 

aggccccttt cccgggtcct ggcccat 
<210> 281 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 281 

acgggggtgc gccgggacgt ggcctat 
<210> 282 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 282 

gtggcctatc tccaggcctt gtccctg 

- 392 - 



<210> 283 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 283 

ttgtccctgg agcttgccga ggagatc 

<210> 284 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 284 

gccgaggaga tccgccgcct cgaggcc 

<210> 285 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 285 

gcccgcctcg aggaggaggt cttccgc 

<210> 286 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 286 

tttgacgagc taaggcttcc cgccatc 



<210> 287 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 287 

atcgccaaga cgcaaaagac cggcaag 27 

<210> 288 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 288 

aagatcctgc agcaccggga gctcacc 27 

<210> 289 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 289 

accaagctga agaacaccta cattgac 27 

<210> 290 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 290 

aagagcacct acgtggaccc cttgccg 27 
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<210> 291 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 291 

attgacccct tgccgagcct cgtccacccc aggacgggc 3 9 

<210> 292 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 292 

ttcgccaacc tgcttgggag gcttgagggg gag 33 

<210> 293 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 293 

ctcttcgcca acctgtggaa gaggcttgag ggg 33 

<210> 294 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 294 

gcttgcggtc tgggtggcga tgtccttccc etc 33 
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<210> 295 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 295 

catgttgaag gccatggcct ccgcggcctc cct 3 3 

<210> 296 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 296 

caggaggagc tcgttggcga cctggaggag 30 

<210> 297 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> . 

<223> Synthetic 

<400> 297 

ggagcgcttg cctgtcttct tcgtcttctt caaggcggga ggcct 45 

<210> 298 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 298 

gaggaccagc tcgttggcga cctgaaggag cat 33 
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<210> 299 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 299 

gaggggcggg acatcgccac ggagaccgcc age 33 

<210> 300 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 300 

cagaacatcc ccgtcgccac cccgcttggg cag 33 

<210> 301 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 301 

gggcttcccg ccatcaagaa gaeggagaag acc 33 

<210> 302 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 302 

ctagggcttc ccgccatcaa gaagacgcaa aagacegge 3 9 
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<210> 303 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 303 

ccggggaaag tcctcctccg tctcggcccg gcccgcctt 39 

<210> 304 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 304 

cgggacctcg aggcgcgtga accccaggag gtccac 36 

<210> 305 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 305 

ctcctccacg agttcggc 18 

<210> 306 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 306 

accggtcttc ttcgtcttct tcaacttggg aagcctgagc tcgtcaaa 48 
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<210> 307 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 307 

aagacgaaga agaccggtaa gcgctccacc age 33 

<210> 308 

<211> 52 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 308 

gtcgactcta gatcagtggt ggtggtggtg gtgcttggcc gcccggcgca tc 52 

<210> 309 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (19) . . (42) 

<223> The bases in these positions within tH primer are 91% of the base 
shown and 3% each of the other 3 nucleotides 

<400> 309 

ggagegctta ccggtctttt gegtcttett gatcttggga agecttaget cgtcaaagag 60 

<210> 310 

<211> 18 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 310 
ctcctccacg agttcggc 

<210> 311 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (19) . . (42) 

<223> The bases at these positions within tH primer are 91% of the 
shown and 3% each of the other 3 nucleotides. 

<400> 311 

caaaagaccg gtaagcgctc caccagcgcc gccgtcctgg aggccctccg cgaggcccac 
<210> 312 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 312 

gtcgactcta gatcagtggt ggtggtggtg gtgcttggcc gcccggcgca tc 
<210> 313 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 313 

gtcggagggg tcccccacga g 
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<210> 314 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 314 

tgtggaattg tgagcgg 17 

<210> 315 

<211> 75 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 

<221> modif ied_base 

<222> (28) . . (59) 

<223> The bases in these positions within tH primer are 91% of the base 
shown and 3% each of the other 3 nucleotides. 

<400> 315 

ctcgtggggg acccctccga caacctcccc ggggtcaagg gcatcgggga gaagaccgcc 60 
ctcaagcttc tcaag 75 
<210> 316 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 316 

gtggcctcca tatgggccag gac 23 
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<210> 317 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 317 

cgggacctcg aggcgcgtga accccaggag gtccac 

<210> 318 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 318 

ccggggaaag tcctcctccg tctcggcccg gcccgcctt 

<210> 319 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 319 

gtcggactcg tcaccggtca gggc 

<210> 320 

<211> 75 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<220> 



- 402 - 



<221> modif ied_base 
<222> (28) . . (60) 

<223> The bases in these positions within tH primer are 91% of the base 
shown and 3% each of the other 3 nucleotides. 

<400> 320 

ctgaccggtg acgagtccga caaccttccc ggggtcaagg gcatcgggga gaggacggcg 60 
aggaagcttc tggag 75 
<210> 321 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 321 

tagctcctgg gagagggcgt gggccgacat gcc 33 
<210> 322 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 322 

cttccagaac ctctttaaac ggctttccga gaag 34 
<210> 323 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 323 

cttctcggaa agccgtttaa agaggttctg gaag 34 
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<210> 324 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 324 

ccggtgggcc ggacgcagaa gacgggcaag c 31 

<210> 325 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 325 

gcttgcccgt cttctgcgtc cggcccaccg g 31 

<210> 326 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 326 

ctcctccaag tgcacaacga gctggtcctg g 31 

<210> 327 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 327 

ccaggaccag ctcgttgtgc acttggagga g 31 
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<210> 328 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 328 

gccgccctcc tgaagcggct taaggg 26 

<210> 329 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 329 

cccttaagcc gcttcaggag ggcggc 26 

<210> 330 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 330 

atcggcaaga cgcagaagac gggcaagc 2 8 

<210> 331 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 331 

gcttgcccgt cttctgcgtc ttgccgat 28 
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<210> 332 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 332 

ttgcaggtgc acaacgaact ggtcctc 

<210> 333 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 333 

gaggaccagt tcgttgtgca cctgcaa 

<210> 334 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 334 

cagaccatga attccacccc actttttgac ctggag 

<210> 335 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 335 

gtggacgcgg ccgcccgagg ccgccgccag ggccag 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 336 

cagaccatga attccctgcc cctctttgag cccaag 

<210> 337 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 337 

gtaaaccgcg ccgccccagg cggcggccaa ggcgtt 

<210> 338 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 338 

gaggtggagc ggcccctctc ccgggtcttg 

<210> 339 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 339 

caagacccgg gagaggggcc gctccacctc 
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<210> 340 

<211> 2505 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 340 



atggaattca 


ccccactttt 


tgacctggag 


gaacccccca 


agcgggtgct 


tctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttctat 


gccctgagcc 


tcaccacctc 


ccggggggag 


120 


ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


ggaggacgga 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


240 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


300 


aagcggctgg 


tggaccttct 


gggcctggtc 


cgcctcgagg 


ccccggggta 


cgaggcggac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg 


ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag 


gagaagtacg 


gggtgccccc 


ggagcgctgg 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


ggcggggata 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca 


gagtggggga 


gcgtggaaaa 


cctcctgaag 


660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 


ccccgacctg 


gagggcctga 


gggccttttt 


ggaggagctg 


840 


gagttcggaa 


gcctcctcca 


cgagttcggc 


ctcctgggag 


gggagaagcc 


ccgggaggag 


900 


gccccctggc 


ccccgcccga 


aggggccttc 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcggagg 


gccgggtcca 


ccgggcaaca 


1020 


agcccggttg 


aggccctggc 


cgacctcaag 


gaggcccggg 


ggttcctggc 


caaggacctg 


1080 


gccgttttgg 


ccctgcggga 


gggggtggcc 


ctggacccca 


cggacgaccc 


cctcctggtg 


1140 


gcctacctcc 


tggacccggc 


caacacccac 


cccgaggggg 


tggcccggcg 


ctacgggggc 


1200 


gagttcacgg 


aggacgcagc 


ggagagggcc 


ctcctctccg 


agaggctctt 


ccagaacctc 


1260 


tttaaacggc 


tttccgagaa 


gctcctctgg 


ctctaccagg 


aggtggagcg 


gcccctctcc 


1320 


cgggtcttgg 


cccacatgga 


ggcccggggg 


gtgaggctgg 


acgtccccct 


tctggaggcc 


1380 


ctctcctttg 


agctggagaa 


ggagatggag 


cgcctggagg 


gggaggtctt 


ccgtttggcc 


1440 


ggccacccct 


tcaacctcaa 


ctcccgcgac 


cagctggaaa 


gggtcctctt 


tgacgagctg 


1500 
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ggcctcaccc 


cggtgggccg 


gacgcagaag 


acgggcaagc 


gctccaccgc 


ccagggggcc 


1560 


ctggaggccc 


tccggggggc 


ccaccccatc 


gtggagctca 


tcctccagta 


ccgggagctt 


1620 


tccaagctca 


aaagcaccta 


cctggacccc 


ctgccccggc 


tcgtccaccc 


gcggacgggc 


1680 


cggctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


gaaggctttc 


cagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtgcgcacc 


cccttggggc 


agcgcatccg 


caaggccttc 


1800 


gtggccgagg 


aggggtggct 


ccttttggcg 


gcggactact 


cccagattga 


gctccgggtc 


1860 


ctggcccacc 


tctcggggga 


cgagaacctg 


aagcgggtct 


tccgggaggg 


gaaggacatc 


1920 


cataccgaga 


ccgccgcctg 


gatgttcggc 


ttagaccccg 


ctctggtgga 


tccaaagatg 


1980 


cgccgggcgg 


ccaagacggt 


caacttcggc 


gtcctctacg 


ggatgtccgc 


ccacaggctc 


2040 


tcccaggagc 


tcggcataga 


ctacaaggag 


gcggaggcct 


ttattgagcg 


ctacttccag 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aggaccctgg 


a 99 a 999ccg 


gacgcggggc 


2160 


tacgtggaga 


ccctgttcgg 


caggaggcgc 


tatgtgcccg 


acctggcctc 


ccgggtccgc 


2220 


tcggtgcggg 


a 99 c 99 c 99 a 


gcggatggcc 


ttcaacatgc 


ccgtgcaggg 


caccgccgcc 


2280 


gacctgatga 


agat cgccat 


gy ucaagc cc 


cucccc «y y 


+~ s a 3 /~ir* /"■< f< f* 
L- Ct d dy L^v^LLL 


yyyyyc^i-cn^ 




ctcctcctcc 


aagtgcacaa 


cgagctggtc 


ctggaggtgc 


ccgaggaccg 


ggccgaggag 


2400 


gccaaggccc 


tggtcaagga 


ggtcatggag 


aacgcctacc 


ccctggacgt 


gcccctcgag 


2460 


gtggaggtgg 


gcgtgggtcg 


ggactggctg 


gaggcgaagc 


aggat 




2505 



<210> 341 
<211> 835 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 341 

Met Glu Phe Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 
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Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 . 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Glu Gly Arg Val 
325 330 335 

His Arg Ala Thr Ser Pro Val Glu Ala Leu Ala Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Phe Leu Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Val Ala Leu Asp Pro Thr Asp Asp Pro Leu Leu Val Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ala Asn Thr His Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 

Glu Phe Thr Glu Asp Ala Ala Glu Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 
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Phe Gin Asn Leu Phe Lys Arg Leu Ser Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

Gin Glu Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Arg Gly Val Arg Leu Asp Val Pro Leu Leu Glu Ala Leu Ser Phe Glu 
450 455 460 

Leu Glu Lys Glu Met Glu Arg Leu Glu Gly Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Gly Leu Thr Pro Val Gly Arg Thr Gin Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ala Gin Gly Ala Leu Glu Ala Leu Arg Gly Ala His 
515 520 525 

Pro lie Val Glu Leu lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys 
530 535 540 

Ser Thr Tyr Leu Asp Pro Leu Pro Arg Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Lys Ala Phe Val Ala Glu Glu Gly Trp Leu Leu 
595 600 605 

Leu Ala Ala Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu Lys Arg Val Phe Arg Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Glu Thr Ala Ala Trp Met Phe Gly Leu Asp Pro Ala Leu Val 
645 650 655 

Asp Pro Lys Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Gly lie Asp Tyr 
675 680 685 

Lys Glu Ala Glu Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Arg Thr Leu Glu Glu Gly Arg Thr Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala 
725 730 735 

Ser Arg Val Arg Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 
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Met Pro Val Gin 
755 



Gly Thr Ala 



Ala Asp Leu Met Lys lie Ala Met Val 
760 765 



Lys Leu Phe Pro 
770 



Arg Leu Lys 
775 



Pro Leu Gly Ala His Leu Leu Leu Gin 
780 



Val His Asn Glu 
785 



Leu Val Leu 
790 



Glu Val Pro Glu Asp Arg Ala Glu Glu 
795 800 



Ala Lys Ala Leu 



Val Lys Glu 
805 



Val Met Glu Asn Ala Tyr Pro Leu Asp 
810 815 



Val Pro Leu Glu 
820 



Val Glu Val 



Gly Val Gly Arg Asp Trp Leu Glu Ala 
825 830 



Lys Gin Asp 
835 

<210> 342 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 342 

tggcggcggc ctcgggcggc cgcgtccacc gggcaaca 3 8 

<210> 343 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 343 

cttctctcat ccgccaaaac agcc 24 

<210> 344 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 344 

tggccgccgc ctggggcggc cgcgtttacc gggcggag 38 
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<210> 345 

<211> 2505 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 345 



atgaattcca 


ccccactttt 


tgacctggag 


gaacccccca 


agcgggtgct 


tctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttctat 


gccctgagcc 


tcaccacctc 


ccggggggag 


120 


ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


ggaggacgga 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


240 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


300 


aagcggctgg 


tggaccttct 


gggcctggtc 


cgcctcgagg 


ccccggggta 


cgaggcggac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg 


ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag 


gagaagtacg 


gggtgccccc 


ggagcgctgg 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


ggcggggata 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca 


gagtggggga 


gcgtggaaaa 


cctcctgaag 


660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 


ccccgacctg 


gagggcctga 


gggccttttt 


ggaggagctg 


840 


gagttcggaa 


gcctcctcca 


cgagttcggc 


ctcctgggag 


gggagaagcc 


ccgggaggag 


900 


gccccctggc 


ccccgcccga 


aggggccttc 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcgggcg 


gccgcgtcca 


ccgggcaaca 


1020 


agcccggttg 


aggccctggc 


cgacctcaag 


gaggcccggg 


ggttcctggc 


caaggacctg 


1080 


gccgttttgg 


ccctgcggga 


gggggtggcc 


ctggacccca 


cggacgaccc 


cctcctggtg 


1140 


gcctacctcc 


tggacccggc 


caacacccac 


cccgaggggg 


tggcccggcg 


ctacgggggc 


1200 


gagttcacgg 


aggacgcagc 


ggagagggcc 


ctcctctccg 


agaggctctt 


ccagaacctc 


1260 


tttaaacggc 


tttccgagaa 


gctcctctgg 


ctctaccagg 


aggtggagcg 


gcccctctcc 


1320 


cgggtcttgg 


cccacatgga 


ggcccggggg 


gtgaggctgg 


acgtccccct 


tctggaggcc 


1380 


ctctcctttg 


agctggagaa 


ggagatggag 


cgcctggagg 


gggaggtctt 


ccgtttggcc 


1440 
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ggccacccct 


tcaacctcaa 


ctcccgcgac 


cagctggaaa 


gggtcctctt 


tgacgagctg 


1500 


ggcctcaccc 


cggtgggccg 


gacgcagaag 


acgggcaagc 


gctccaccgc 


ccagggggcc 


1560 


ctggaggccc 


tccggggggc 


ccaccccatc 


gtggagctca 


tcctccagta 


ccgggagctt 


1620 


tccaagctca 


aaagcaccta 


cctggacccc 


ctgccccggc 


tcgtccaccc 


gcggacgggc 


1680 


cggctccaca 


cccgcttcaa 


ccagacggcc 


acggccacgg 


gaaggctttc 


cagctccgac 


1740 


cccaacctgc 


agaacatccc 


cgtgcgcacc 


cccttggggc 


agcgcatccg 


caaggccttc 


1800 


gtggccgagg 


aggggtggct 


ccttttggcg 


gcggactact 


cccagattga 


gctccgggtc 


1860 


ctggcccacc 


tctcggggga 


cgagaacctg 


aagcgggtct 


tccgggaggg 


gaaggacatc 


1920 


cataccgaga 


ccgccgcctg 


gatgttcggc 


ttagaccccg 


ctctggtgga 


tccaaagatg 


1980 


cgccgggcgg 


ccaagacggt 


caacttcggc 


gtcctctacg 


ggatgtccgc 


ccacaggctc 


2040 


tcccaggagc 


tcggcataga 


ctacaaggag 


gcggaggcct 


ttattgagcg 


ctacttccag 


2100 


agcttcccca 


aggtgcgggc 


ctggatagaa 


aggaccctgg 


aggagggccg 


gacgcggggc 


2160 


tacgtggaga 


ccctgttcgg 


caggaggcgc 


tatgtgcccg 


acctggcctc 


ccgggtccgc 


2220 


tcggtgcggg 


aggcggcgga 


gcggatggcc 


ttcaacatgc 


ccgtgcaggg 


caccgccgcc 


2280 


gacctgatga 


agatcgccat 


ggtcaagctc 


ttccccaggc 


taaagcccct 


gggggcccac 


2340 


ctcctcctcc 


aagtgcacaa 


cgagctggtc 


ctggaggtgc 


ccgaggaccg 


ggccgaggag 


2400 


gccaaggccc 


tggtcaagga 


ggtcatggag 


aacgcctacc 


ccctggacgt 


gcccctcgag 


2460 


gtggaggtgg 


gcgtgggtcg 


ggactggctg 


gaggcgaagc 


aggat 




2505 



<210> 346 
<211> 835 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 346 

Met Asn Ser Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 
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Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Leu Val Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 ' 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg lie Arg Thr Asp Leu Pro Leu 
245 250 255 

Glu Val Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Leu Arg Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Phe Gly Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
290 295 300 

Pro Pro Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
305 310 315 320 

Met Trp Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Gly Gly Arg Val 
325 330 335 

His Arg Ala Thr Ser Pro Val Glu Ala Leu Ala Asp Leu Lys Glu Ala 
340 345 350 

Arg Gly Phe Leu Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Val Ala Leu Asp Pro Thr Asp Asp Pro Leu Leu Val Ala Tyr Leu Leu 
370 375 380 

Asp Pro Ala Asn Thr His Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
385 390 395 400 
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Glu Phe Thr Glu Asp Ala Ala Glu Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

Phe Gin Asn Leu Phe Lys Arg Leu Ser Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

Gin Glu Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Arg Gly Val Arg Leu Asp Val Pro Leu Leu Glu Ala Leu Ser Phe Glu 
450 455 460 

Leu Glu Lys Glu Met Glu Arg Leu Glu Gly Glu Val Phe Arg Leu Ala 
465 470 475 480 

Gly His Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Phe Asp Glu Leu Gly Leu Thr Pro Val Gly Arg Thr Gin Lys Thr Gly 
500 505 510 

Lys Arg Ser Thr Ala Gin Gly Ala Leu Glu Ala Leu Arg Gly Ala His 
515 520 525 

Pro lie Val Glu Leu lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys 
530 535 540 

Ser Thr Tyr Leu Asp Pro Leu Pro Arg Leu Val His Pro Arg Thr Gly 
545 550 555 560 

Arg Leu His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 

Ser Ser Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
580 585 590 

Gly Gin Arg lie Arg Lys Ala Phe Val Ala Glu Glu Gly Trp Leu Leu 
595 600 605 

Leu Ala Ala Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu Lys Arg Val Phe Arg Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Glu Thr Ala Ala Trp Met Phe Gly Leu Asp Pro Ala Leu Val 
645 650 655 

Asp Pro Lys Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Gly lie Asp Tyr 
675 680 685 

Lys Glu Ala Glu Ala Phe He Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp He Glu Arg Thr Leu Glu Glu Gly Arg Thr Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala 
725 730 735 
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Ser Arg Val Arg Ser Val Arg 
740 

Met Pro Val Gin Gly Thr Ala 
755 

Lys Leu Phe Pro Arg Leu Lys 
770 775 

Val His Asn Glu Leu Val Leu 
785 790 

Ala Lys Ala Leu Val Lys Glu 
805 

Val Pro Leu Glu Val Glu Val 
820 

Lys Gin Asp 
835 

<210> 347 

<211> 2496 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 347 



atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


300 


atggtggacc 


ttttgggcct 


ggagcgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 


420 


gaccgggacc 


tttaccagct 


tctttcggag 


cgaatctcca 


tccttcaccc 


ggagggttac 


480 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


agaggctgga 


gttcggaagc 


840 



Glu Ala Ala 
745 

Ala Asp Leu 
760 

Pro Leu Gly 



Glu Val Pro 



Val Met Glu 
810 

Gly Val Gly 
825 



Glu Arg Met 



Met Lys lie 
765 

Ala His Leu 
780 

Glu Asp Arg 
795 

Asn Ala Tyr 
Arg Asp Trp 



Ala Phe Asn 
750 

Ala Met Val 



Leu Leu Gin 



Ala Glu Glu 
800 

Pro Leu Asp 
815 

Leu Glu Ala 
830 
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ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


c\ s~ r\ 

960 


cttaacgcct 


tggccgccgc 


ct 9999 c 99 c 


cgcgtttacc 


gggcggagga 


tcccttggag 


1020 


gccttgcggg 


ggcttgggga 


ggtgaggggg 


cttttggcca 


aggacctggc 


ggtgctggcc 


1080 


ctgagggaag 


ggattgccct 


ggcaccgggc 


gacgacccca 


tgctcctcgc 


ctacctcctg 


1140 


gatccttcca 


acaccgcccc 


cgaaggggta 


gcccggcgct 


acggggggga 


gtggaccgag 


1200 


gaggcggggg 


aaagggcgct 


gctttccgaa 


aggctttacg 


ccgccctcct 


gaagcggctt 


1260 


aagggggagg 


agaggcttct 


ttggctttac 


gaggaggtgg 


aaaagcccct 


ttcgcgggtc 


1320 


ctggcccaca 


tggaggccac 


gggggtacgg 


ttggatgtgg 


cctacttaaa 


ggccctttcc 


1380 


ctggaggtgg 


aggcggagat 


aaggcgcttc 


gaggaggagg 


tccaccgcct 


ggccgggcat 


1440 


cctttcaacc 


tgaactcccg 


ggaccagctg 


gaaagggtca 


tctttgacga 


gcttgggctt 


1500 


cccgccatcg 


gcaagacgca 


gaagacgggc 


aagcgctcca 


ccagcgccgc 


cgttttggag 


1560 


gccttgcggg 


aggctcatcc 


catcgtggac 


cgcatccttc 


agtaccggga 


gctttccaag 


1620 


ctcaagggaa 


cctacatcga 


tcccttgcct 


gccctggtcc 


accccaagac 


gaaccgcctc 


1680 


cacacccgtt 


tcaaccagac 


ggccaccgcc 


acggggaggc 


ttagcagctc 


ggatcctaat 


1740 


ctgcaaaata 


tccccgtgcg 


cacccctttg 


ggccagcgga 


tccgccgggc 


cttcgtggcc 


1800 


gaggaggggt 


ggaggctggt 


ggttttggac 


tacagccaga 


ttgagctcag 


ggtcctggcg 


1860 


cacctttccg 


gggacgagaa 


cctaatccgg 


gtcttccagg 


a 999 cca 99 a 


catccacacc 


1920 


cagacggcca 


gctggatgtt 


cggcgtgccc 


ccagaggccg 


tggattccct 


gatgcgccgg 


1980 


gcggccaaga 


ccatcaactt 


cggcgtcctc 


tacggcatgt 


ccgcccaccg 


gctttcggga 


2040 


gagctggcca 


tcccctacga 


ggaggcggtg 


gccttcatcg 


agcggtattt 


ccagagctac 


2100 


cccaaggtgc 


gggcctggat 


tgagaaaacc 


ctggcggaag 


gacgggaacg 


gggctatgtg 


2160 


gaaaccctct 


ttggccgccg 


gcgctacgtg 


cccgacttgg 


cttcccgggt 


gaagagcatc 


2220 


cgggaggcag 


cggagcgcat 


ggccttcaac 


atgccggtcc 


aggggaccgc 


cgcggatttg 


2280 


atgaaactgg 


ccatggtgaa 


gctctttccc 


aggcttcagg 


agctgggggc 


caggatgctt 


2340 


ttgcaggtgc 


acaacgaact 


ggtcctcgag 


gctcccaagg 


agcaagcgga 


ggaagtcgcc 


2400 


caggaggcca 


agcggaccat 


ggaggaggtg 


tggcccctga 


aggtgccctt 


ggaggtggaa 


2460 


gtgggcatcg 


gggaggactg 


gctttccgcc 


aaggcc 






2496 
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<210> 


348 


<211> 


832 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


348 


Met Asn Ser Leu Pro Leu Phe 


1 


5 



10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Leu Glu Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 

Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 

Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 
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Glu Ser 
290 



Pro Val 
Val Gly 
Leu Asn Ala Leu 



Ala Phe 
305 



Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 . 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
295 300 

Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
310 315 320 

Ala Ala Ala Trp Gly Gly Arg Val Tyr Arg Ala Glu 
325 330 335 

Asp Pro Leu Glu Ala Leu Arg Gly Leu Gly Glu Val Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly lie Ala Leu Ala 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Ala Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Leu Leu Ser Glu Arg Leu Tyr Ala Ala Leu 
405 410 415 

Leu Lys Arg Leu Lys Gly Glu Glu Arg Leu Leu Trp Leu Tyr Glu Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Lys Ala Leu Ser Leu Glu Val Glu 
450 455 460 

Ala Glu lie Arg Arg Phe Glu Glu Glu Val His Arg Leu Ala Gly His 
465 470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val lie Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys Gly Thr 
535 540 

Leu Pro Ala Leu Val His Pro Lys Thr Asn Arg Leu 
550 555 560 

Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 



Arg lie 
Asp Pro 
His Thr Arg Phe 



Val Asp 
530 

Tyr lie 
545 
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Arg lie Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Arg Leu Val Val 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Gin Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Ser 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gly Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Tyr Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Ala Glu Gly Arg Glu Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala Ser Arg 
725 730 735 

Val Lys Ser lie Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Gin Glu Leu Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 

Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Gin Ala Glu Glu Val Ala 
785 790 795 800 

Gin Glu Ala Lys Arg Thr Met Glu Glu Val Trp Pro Leu Lys Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Ala 

825 830 





820 


<210> 


349 


<211> 


2526 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 



- 421 - 



<400> 349 
atgaattcca 


ccccactttt 


tgacctggag 


gaacccccca 


agcgggtgct 


tctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttctat 


gccctgagcc 


tcaccacctc 


ccggggggag 


120 


ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


ggaggacgga 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


24 0 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


3 00 


aagcggctgg 


tggaccttct 


gggctttacc 


cgcctcgagg 


ccccggggta 


cgaggcggac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg 


ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag 


gagaagtacg 


gggtgccccc 


ggagcgctgg 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


ggcggggata 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca 


gagtggggga 


gcgtggaaaa 


cctcctgaag 


r- f r\ 

660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


72 0 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 


ccccgacctg 


gagggcctga 


gggccttttt 


ggaggagctg 


840 


gagttcggaa 


gcctcctcca 


cgagttcggc 


ctcctgggag 


gggagaagcc 


ccgggaggag 


900 


gccccctggc 


ccccgcccga 


aggggccttc 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcgggcg 


gccgcgtcca 


ccgggcaaca 


1020 


agcccggttg 


aggccctggc 


ggacctcaag 


gaggtccggg 


gcctcctcgc 


caaggacctc 


1080 


gccgtcttgg 


cctcgaggga 


ggggctagac 


ctcgtgcccg 


gggacgaccc 


catgctcctc 


1140 


gcctacctcc 


tggacccttc 


gaacaccacc 


cccgaggggg 


tggcgcggcg 


ctacgggggg 


1200 


gagtggacgg 


aggacgccgc 


ccaccgggcc 


ctcctctcgg 


agaggctcca 


tcggaacctc 


1260 


cttaagcgcc 


tcgaggggga 


ggagaagctc 


ctttggctct 


accacgaggt 


ggaaaagccc 


1320 


ctctcccggg 


tcctggccca 


tatggaggcc 


accggggtac 


ggcgggacgt 


ggcctacctt 


lio U 


caggcccttt 


ccctggagct 


tgcggaggag 


atccgccgcc 


tcgaggagga 


ggtcttccgc 


i a a r\ 
144 U 


ttggcgggcc 


accccttcaa 


cctcaactcc 


cgggaccagc 


tggaaagggt 


gctctttgac 


i c r\ n 
lb UU 


gagcttaggc 


ttcccgcctt 


gaagaagacg 


aagaagacag 


gcaagcgctc 


caccagcgcc 


1560 


gcggtgctgg 


aggccctacg 


ggaggcccac 


cccatcgtgg 


agaagatcct 


ccagcaccgg 


loz U 


gagctcacca 


agctcaagaa 


cacctacgtg 


gaccccctcc 


caagcctcgt 


ccacccgagg 


1680 


acgggccgcc 


tccacacccg 


cttcaaccag 


acggccacgg 


ccacggggag 


gcttagtagc 


1740 


tccgacccca 


acctgcagaa 


catccccgtc 


cgcaccccct 


tgggccagag 


gatccgccgg 


1800 


gccttcgtgg 


ccgaggcggg 


ttgggcgttg 


gtggccctgg 


actatagcca 


gatagagctc 


1860 
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cgcgtcctcg cccacctctc cggggacgaa aacctgatca gggtcttcca ggaggggaag 1920 
gacatccaca cccagaccgc aagctggatg ttcggcgtcc ccccggaggc cgtggacccc 1980 
ctgatgcgcc gggcggccaa gacggtgaac ttcggcgtcc tctacggcat gtccgcccat 2040 
aggctctccc aggagcttgc catcccctac gaggaggcgg tggcctttat agagcgctac 2100 
ttccaaagct tccccaaggt gcgggcctgg atagaaaaga ccctggagga ggggaggaag 2160 
cggggctacg tggaaaccct cttcggaaga aggcgctacg tgcccgacct caacgcccgg 2220 
gtgaagagcg tcagggaggc cgcggagcgc atggccttca acatgcccgt ccagggcacc 2280 
gccgccgacc tcatgaagct cgccatggtg aagctcttcc cccgcctccg ggagatgggg 2340 
gcccgcatgc tcctccaggt cgccaacgag ctcctcctgg aggcccccca agcgcgggcc 2400 
gaggaggtgg cggctttggc caaggaggcc atggagaagg cctatcccct cgccgtgccc 2460 
ctggaggtgg aggtggggat gggggaggac tggctttccg ccaagggtca ccaccaccac 2520 
caccac 2526 
<210> 350 
<211> 2505 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 350 



atgaattcca 


ccccactttt 


tgacctggag 


gaacccccca 


agcgggtgct 


tctggtggac 


60 


ggccaccacc 


tggcctaccg 


caccttctat 


gccctgagcc 


tcaccacctc 


ccggggggag 


120 


ccggtgcaga 


tggtctacgg 


cttcgcccgg 


agcctcctca 


aggccttgaa 


99 a 99 ac 99 a 


180 


caggcggtgg 


tcgtggtctt 


tgacgccaag 


gccccctcct 


tccgccacga 


ggcctacgag 


240 


gcctacaagg 


cgggccgggc 


ccccaccccg 


gaggacttcc 


cccgccagct 


cgccttggtc 


300 


aagcggctgg 


tggaccttct 


gggctttacc 


cgcctcgagg 


ccccggggta 


cgaggcggac 


360 


gacgtcctgg 


gcaccctggc 


caagaaggcc 


gaaagggagg ggatggaggt 


gcgcatcctc 


420 


acgggagacc 


gggacttctt 


ccagctcctc 


tccgagaagg 


tctcggtcct 


cctgccggac 


480 


gggaccctgg 


tcaccccaaa 


ggacgtccag 


gagaagtacg 


gggtgccccc 


ggagcgctgg 


540 


gtggacttcc 


gcgccctcac 


gggggaccgc 


tcggacaaca 


tccccggggt 


ggcggggata 


600 


ggggagaaga 


ccgcccttcg 


actcctcgca 


gagtggggga 


gcgtggaaaa 


cctcctgaag 


660 


aacctggacc 


gggtaaagcc 


ggactcgctc 


cggcgcaaga 


tagaggcgca 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 
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aaggccctgc 


gccgcaggac 


ccccgaccxg 


ft "a ft ft ft /I /— * 4— « -\ 

gagygcctga 


ft ft ft /"» /"i 4" 4~ +~ 4~ 4~ 

gggc ccictc 


ft ft o ft ft a ft ft ^ ft 

y y ay y a.y c cy 


pa n 


gagttcggaa 


gCC CCCCCCa 


cgagc ccggc 


fi~ ft /~< 4- *~f ft ft o /~t 

cccct.yyyay 


ft ft /T 3 ft ^ ^ ft ft f 


r— t ft ft ft a -a /-y 

(_(jyyy ctyy o.y 


J7 U CI 


gccccctggc 


y— i y"| AAA ,A y»«< Ay 

ccccgcccga 


ft ft ft ft f ft 4~ 4~ /-< 

aggggcc t t c 


*™T f~ flftft 4~ /*"* 

y t-ggyct tec 


4-/-ii^i4-f-f-po ft ft 

CCCLCLCCCy 


eddy y cty col, 




atgtgggcgg 


age t ucrggc 


cc uggcggcg 


/~T /"I /I t~ /"I *"*t /"t /~t /"I /T 

ycc ccyggcy 


ft ft fftfftt' f* f* o 

yccycy tcca 


f*fifrfif , zi a ^* is 
CCyyyuaaL.a 


J. u c 


agcccggttg 


aggccctggc 


cgacctcaag 


9aggcccggg 


ggutcctggc 


Caayyacccy 


lUOv 


gccgttttgg 


ccctgcggga 


99999t99cc 


ctggacccca 


cggacgaccc 


ccccccggug 


1 1 ah 


gcctacctcc 


tggacccggc 


caacacccac 


cccgaggggg 


tggcccggcg 


c t aeggggge 


i onn 


gagttcacgg 


aggacgcagc 


ggagagggcc 


ctcctctccg 


agaggc t c 1 1 


ccagaacc t c 




tttaaacggc 


t t tccgagaa 


gctcctctgg 


ccccaccagg 


aggtggagcg 


ft ft ft ft ft +- /-t 4— /-< /-t 

yccccuctcc 


1^90 


cgggtcttgg 


cccacatgga 


ggcccggggg 


gtgaggctgg 


^ f* ft ft f* ft 4~ 
acgccccccc 


+• f* 4- r~ifr ft ft ft ft 

uc tgyayy 


i oon 

lOOU 


ctctcctttg 


agctggagaa 


ggagatggag 


cgcctggagg 


gggagg t ccc 


/-ij^tt- 4- ft ft ft ft 

CCgCLtyyCC 


i a a n 


ggccacccct 


t caacctcaa 


ctcccgcgac 


cagctggaaa 


ArArAf 4* y— i 4~ 4* 

ggguccuccu 


+— ^ ft ft ^ ft ft 4~~ 

cgacgagccg 


i cfin 


ggcctcaccc 


c 99tgggccg 


gacgcagaag 


acgggcaagc 


gctccaccgc 


c c agggggc c 


IddU 


ctggaggccc 


tccggggggc 


ccaccccatc 


gtggagctca 


tcctccagta 


cegggagett 


icon 


tccaagctca 


aaagcaccta 


cctggacccc 


ctgccccggc 


tcgtccaccc 


geggaeggge 


IboU 


cggctccaca 


cccgctt caa 


ccagacggcc 


acggccacgg 


gaaggc ex tc 


/~i ~^ ft ft 4- /~i ft ft ^ 
CayCLCCyaC 


1 1 a n 


cccaacctgc 


agaacatccc 


cgtgcgcacc 


cccttggggc 


agcgcatccg 


caaggecu cc 


X o u u 


gtggccgagg 


aggggtggct 


ccttttggcg 


gcggactact 


cccagattga 


gccccgggcc 


lODU 


ctggcccacc 


tctcggggga 


cgagaacctg 


aagcgggtct 


t c egggaggg 


gaaggacauc 


X i?Z u 


cataccgaga 


ccgccgcctg 


gatgttcggc 


ttagaccccg 


ctctggtgga 


tccaaagatg 


i Qon 
iy o u 


cgccgggcgg 


ccaagacggt 


caacttcggc 


gtcctctacg 


ggatgtccgc 


ccacaggcuc 


^ u u 


tcccaggagc 


tcggcataga 


ctacaaggag 


gcggaggcct 


ccaccgagcg 


CUaCLtCCoy 


9 1 n n 


agcttcccca 


a 99tgcgggc 


c tggatagaa 


aggaccctgg 


ft ft "~i ft ft ft ft ft f» 
aggagggecg 


ftrtftftftfffff* 

gaegegggge 


91 fin 

Z XD U 


tacgtggaga 


ccctgttcgg 


caggaggcgc 


tacgt.gcccg 


^\ /— * *— i 4— ft ft ft ft^ f* 

accuggccuc 


ft /~\ fffrft t~ f*f*ftf* 

ccyyyt.CL.yc* 


9 9 9 0 


tcggtgcggg 


aggcggcgga 


gcggatggcc 


4^ J A A A A •«* ^ A¥ 

t ccaacacgc 


/—I /-^ +* f-** /^l A Af AfAf 

ccgcgcaggg 


/~» ^ f ft f> f* ft ft ft 
caccy ccy cc 


99 ft 0 


gacctgatga 


agatcgccat 


ggtcaagctc 


ttccccaggc 


taaagcccct 


gggggcccac 


2340 


ctcctcctcc 


aagtgcacaa 


cgagctggtc 


ctggaggtgc 


ccgaggaccg 


ggecgaggag 


2400 


gccaaggccc 


tggtcaagga 


ggtcatggag 


aacgcctacc 


ccctggacgt 


gcccctcgag 


2460 


gtggaggtgg 


gcgtgggtcg 


ggactggctg 


gaggcgaagc 


aggat 




2505 
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<210> 


351 


<211> 


835 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic 


<400> 


351 


Met Asn Ser Thr Pro Leu Phe 


1 


5 



10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 

Ala Arg Ser Leu Leu Lys Ala Leu Lys Glu Asp Gly Gin Ala Val Val 
50 55 60 

Val Val Phe Asp Ala Lys Ala Pro Ser Phe Arg His Glu Ala Tyr Glu 
65 70 75 80 

Ala Tyr Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin 
85 90 95 

Leu Ala Leu Val Lys Arg Leu Val Asp Leu Leu Gly Phe Thr Arg Leu 
100 105 110 

Glu Ala Pro Gly Tyr Glu Ala Asp Asp Val Leu Gly Thr Leu Ala Lys 
115 120 125 

Lys Ala Glu Arg Glu Gly Met Glu Val Arg lie Leu Thr Gly Asp Arg 
130 135 140 

Asp Phe Phe Gin Leu Leu Ser Glu Lys Val Ser Val Leu Leu Pro Asp 
145 150 155 160 

Gly Thr Leu Val Thr Pro Lys Asp Val Gin Glu Lys Tyr Gly Val Pro 
165 170 175 

Pro Glu Arg Trp Val Asp Phe Arg Ala Leu Thr Gly Asp Arg Ser Asp 
180 185 190 

Asn lie Pro Gly Val Ala Gly lie Gly Glu Lys Thr Ala Leu Arg Leu 
195 200 205 

Leu Ala Glu Trp Gly Ser Val Glu Asn Leu Leu Lys Asn Leu Asp Arg 
210 215 220 

Val Lys Pro Asp Ser Leu Arg Arg Lys lie Glu Ala His Leu Glu Asp 
225 230 235 240 

Leu His Leu Ser Leu Asp Leu Ala Arg He Arg Thr Asp Leu Pro Leu 
245 250 255 
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Glu Val 

Leu Arg 

Phe Gly 
290 

Pro Pro 
305 

Met Trp 

His Arg 

Arg Gly 

Val Ala 
370 

Asp Pro 
385 

Glu Phe 

Phe Gin 

Gin Glu 

Arg Gly 
450 

Leu Glu 
465 

Gly His 

Phe Asp 

Lys Arg 

Pro lie 
530 

Ser Thr 
545 

Arg Leu 
Ser Ser 



Asp Phe Lys Ala Leu Arg Arg Arg Thr Pro Asp Leu Glu Gly 
260 265 270 

Ala Phe Leu Glu Glu Leu Glu Phe Gly Ser Leu Leu His Glu 
275 280 285 

Leu Leu Gly Gly Glu Lys Pro Arg Glu Glu Ala Pro Trp Pro 
295 300 

Glu Gly Ala Phe Val Gly Phe Leu Leu Ser Arg Lys Glu Pro 
310 315 320 

Ala Glu Leu Leu Ala Leu Ala Ala Ala Ser Gly Gly Arg Val 
325 330 335 

Ala Thr Ser Pro Val Glu Ala Leu Ala Asp Leu Lys Glu Ala 
340 345 350 

Phe Leu Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly 
355 360 365 

Leu Asp Pro Thr Asp Asp Pro Leu Leu Val Ala Tyr Leu Leu 
375 380 

Ala Asn Thr His Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly 
390 395 400 

Thr Glu Asp Ala Ala Glu Arg Ala Leu Leu Ser Glu Arg Leu 
405 410 415 

Asn Leu Phe Lys Arg Leu Ser Glu Lys Leu Leu Trp Leu Tyr 
420 425 430 

Val Glu Arg Pro Leu Ser Arg Val Leu Ala His Met Glu Ala 
435 440 445 

Val Arg Leu Asp Val Pro Leu Leu Glu Ala Leu Ser Phe Glu 
455 460 

Lys Glu Met Glu Arg Leu Glu Gly Glu Val Phe Arg Leu Ala 
470 475 480 

Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val Leu 
485 490 495 

Glu Leu Gly Leu Thr Pro Val Gly Arg Thr Gin Lys Thr Gly 
500 505 510 

Ser Thr Ala Gin Gly Ala Leu Glu Ala Leu Arg Gly Ala His 
515 520 525 

Val Glu Leu lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys 
535 540 

Asp Pro Leu Pro Arg Leu Val His Pro Arg Thr Gly 
550 555 560 

Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu 
565 570 575 



Tyr Leu 
His Thr 



Ser Asp 
580 



Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu 
585 590 
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Gly Gin Arg lie Arg Lys Ala Phe Val Ala Glu Glu Gly Trp Leu Leu 
595 600 605 

Leu Ala Ala Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu 
610 615 620 

Ser Gly Asp Glu Asn Leu Lys Arg Val Phe Arg Glu Gly Lys Asp lie 
625 630 635 640 

His Thr Glu Thr Ala Ala Trp Met Phe Gly Leu Asp Pro Ala Leu Val 
645 650 655 

Asp Pro Lys Met Arg Arg Ala Ala Lys Thr Val Asn Phe Gly Val Leu 
660 665 670 

Tyr Gly Met Ser Ala His Arg Leu Ser Gin Glu Leu Gly lie Asp Tyr 
675 680 685 

Lys Glu Ala Glu Ala Phe lie Glu Arg Tyr Phe Gin Ser Phe Pro Lys 
690 695 700 

Val Arg Ala Trp lie Glu Arg Thr Leu Glu Glu Gly Arg Thr Arg Gly 
705 710 715 720 

Tyr Val Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala 
725 730 735 

Ser Arg Val Arg Ser Val Arg Glu Ala Ala Glu Arg Met Ala Phe Asn 
740 745 750 

Met Pro Val Gin Gly Thr Ala Ala Asp Leu Met Lys lie Ala Met Val 
755 760 765 

Lys Leu Phe Pro Arg Leu Lys Pro Leu Gly Ala His Leu Leu Leu Gin 
770 775 780 

Val His Asn Glu Leu Val Leu Glu Val Pro Glu Asp Arg Ala Glu Glu 
785 790 795 800 

Ala Lys Ala Leu Val Lys Glu Val Met Glu Asn Ala Tyr Pro Leu Asp 
805 810 815 

Val Pro Leu Glu Val Glu Val Gly Val Gly Arg Asp Trp Leu Glu Ala 
820 825 830 

Lys Gin Asp 





835 


<210> 


352 


<211> 


2496 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 
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<400> 352 
atgaattccc 


tgcccctctt 


tgagcccaag 


ggccgggtgc 


ttctggtgga 


cggccaccac 


60 


ctggcctacc 


gtaccttttt 


tgccctgaag 


ggcctcacca 


ccagccgcgg 


ggagccggtc 


120 


caggcggtgt 


acgggtttgc 


caagagcctt 


ttgaaggcgc 


taagggaaga 


cggggatgtg 


180 


gtgatcgtgg 


tgtttgacgc 


caaggccccc 


tccttccgcc 


accagaccta 


cgaggcctac 


240 


aaggcggggc 


gggctcccac 


ccccgaggac 


tttccccggc 


agcttgccct 


tatcaaggag 


3 00 


atggtggacc 


ttttgggctt 


tacccgcctc 


gaggtgccgg 


gctttgaagc 


ggatgacgtc 


360 


ctggctaccc 


tggccaagaa 


ggcggaaaag 


gaaggctacg 


aagtgcgcat 


cctcaccgcg 


42 0 


gaccgggacc 


tttaccagct 


tctttcggag 


cgaatctcca 


tccttcaccc 


99 a 999 ttac 


480 


ctgatcaccc 


cggagtggct 


ttgggagaag 


tatgggctta 


agccttccca 


gtgggtggac 


540 


taccgggcct 


tggccgggga 


cccttccgac 


aacatccccg 


gcgtgaaggg 


catcggggag 


600 


aagacggcgg 


ccaagctgat 


ccgggagtgg 


ggaagcctgg 


aaaaccttct 


taagcacctg 


660 


gaacaggtga 


aacctgcctc 


cgtgcgggag 


aagatcctta 


gccacatgga 


ggacctcaag 


720 


ctatccctgg 


agctatcccg 


ggtgcacacg 


gacttgctcc 


ttcaggtgga 


cttcgcccgg 


780 


cgccgggagc 


cggaccggga 


ggggcttaag 


gcctttttgg 


agaggctgga 


gttcggaagc 


840 


ctcctccacg 


agttcggcct 


gttggaaagc 


ccggtggcgg 


cggaggaagc 


tccctggccg 


900 


ccccccgagg 


gagccttcgt 


ggggtacgtt 


ctttcccgcc 


ccgagcccat 


gtgggcggag 


960 


cttaacgcct 


tggccgccgc 


ctggggcggc 


cgcgtttacc 


gggcggagga 


tcccttggag 


1020 


gccttgcggg 


ggcttgggga 


ggtgaggggg 


cttttggcca 


aggacctggc 


ggtgctggcc 


1080 


ctgagggaag 


ggattgccct 


ggcaccgggc 


gacgacccca 


tgctcctcgc 


ctacctcctg 


114 0 


gatccttcca 


acaccgcccc 


cgaaggggta 


gcccggcgct 


acggggggga 


gtggaccgag 


1200 


gaggcggggg 


aaagggcgct 


gctttccgaa 


aggctttacg 


ccgccctcct 


gaagcggctt 


1260 


aa 99999 a 99 


agaggcttct 


ttggctttac 


gaggaggtgg 


aaaagcccct 


ttcgcgggtc 


1320 


ctggcccaca 


tggaggccac 


99999 tacgg 


ttggatgtgg 


cctacttaaa 


ggccctttcc 


1380 


ctggaggtgg 


aggcggagat 


aaggcgcttc 


gaggaggagg 


tccaccgcct 


ggccgggcat 


144 0 


cctttcaacc 


tgaactcccg 


ggaccagctg 


gaaagggtca 


tctttgacga 


gcttgggctt 


i c rt rs 
lbUU 


cccgccatcg 


gcaagacgca 


gaagacgggc 


aagcgctcca 


ccagcgccgc 


cgttttggag 


1560 


gccttgcggg 


aggctcatcc 


catcgtggac 


cgcatccttc 


agtaccggga 


gctttccaag 


1620 


ctcaagggaa 


cctacatcga 


tcccttgcct 


gccctggtcc 


accccaagac 


gaaccgcctc 


1680 


cacacccgtt 


tcaaccagac 


ggccaccgcc 


ac 9999 a 99 c 


ttagcagctc 


ggatcctaat 


1740 


ctgcaaaata 


tccccgtgcg 


cacccctttg 


ggccagcgga 


tccgccgggc 


cttcgtggcc 


1800 


gaggaggggt 


ggaggctggt 


ggttttggac 


tacagccaga 


ttgagctcag 


ggtcctggcg 


1860 
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cacctttccg gggacgagaa cctaatccgg gtcttccagg agggccagga catccacacc 1920 
cagacggcca gctggatgtt cggcgtgccc ccagaggccg tggattccct gatgcgccgg 1980 
gcggccaaga ccatcaactt cggcgtcctc tacggcatgt ccgcccaccg gctttcggga 2040 
gagctggcca tcccctacga ggaggcggtg gccttcatcg agcggtattt ccagagctac 2100 
cccaaggtgc gggcctggat tgagaaaacc ctggcggaag gacgggaacg gggctatgtg 2160 
gaaaccctct ttggccgccg gcgctacgtg cccgacttgg cttcccgggt gaagagcatc 2220 
cgggaggcag cggagcgcat ggccttcaac atgccggtcc aggggaccgc cgcggatttg 2280 
atgaaactgg ccatggtgaa gctctttccc aggcttcagg agctgggggc caggatgctt 2340 
ttgcaggtgc acaacgaact ggtcctcgag gctcccaagg agcaagcgga ggaagtcgcc 24 00 
caggaggcca agcggaccat ggaggaggtg tggcccctga aggtgccctt ggaggtggaa 2460 
gtgggcatcg gggaggactg gctttccgcc aaggcc 24 96 

<210> 353 
<211> 832 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 353 

Met Asn Ser Leu Pro Leu Phe Glu Pro Lys Gly Arg Val Leu Leu Val 
15 10 15 

Asp Gly His His Leu Ala Tyr Arg Thr Phe Phe Ala Leu Lys Gly Leu 
20 25 30 

Thr Thr Ser Arg Gly Glu Pro Val Gin Ala Val Tyr Gly Phe Ala Lys 
35 40 45 

Ser Leu Leu Lys Ala Leu Arg Glu Asp Gly Asp Val Val lie Val Val 
50 55 60 

Phe Asp Ala Lys Ala Pro Ser Phe Arg His Gin Thr Tyr Glu Ala Tyr 
65 70 75 80 

Lys Ala Gly Arg Ala Pro Thr Pro Glu Asp Phe Pro Arg Gin Leu Ala 
85 90 95 

Leu lie Lys Glu Met Val Asp Leu Leu Gly Phe Thr Arg Leu Glu Val 
100 105 110 

Pro Gly Phe Glu Ala Asp Asp Val Leu Ala Thr Leu Ala Lys Lys Ala 
115 120 125 

Glu Lys Glu Gly Tyr Glu Val Arg lie Leu Thr Ala Asp Arg Asp Leu 
130 135 140 
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Tyr Gin Leu Leu Ser Glu Arg lie Ser lie Leu His Pro Glu Gly Tyr 
145 150 155 160 

Leu lie Thr Pro Glu Trp Leu Trp Glu Lys Tyr Gly Leu Lys Pro Ser 
165 170 175 

Gin Trp Val Asp Tyr Arg Ala Leu Ala Gly Asp Pro Ser Asp Asn lie 
180 185 190 

Pro Gly Val Lys Gly lie Gly Glu Lys Thr Ala Ala Lys Leu lie Arg 
i 195 200 205 

Glu Trp Gly Ser Leu Glu Asn Leu Leu Lys His Leu Glu Gin Val Lys 
210 215 220 

Pro Ala Ser Val Arg Glu Lys lie Leu Ser His Met Glu Asp Leu Lys 
225 230 235 240 

Leu Ser Leu Glu Leu Ser Arg Val His Thr Asp Leu Leu Leu Gin Val 
245 250 255 

Asp Phe Ala Arg Arg Arg Glu Pro Asp Arg Glu Gly Leu Lys Ala Phe 
260 265 270 

Leu Glu Arg Leu Glu Phe Gly Ser Leu Leu His Glu Phe Gly Leu Leu 
275 280 285 

Glu Ser Pro Val Ala Ala Glu Glu Ala Pro Trp Pro Pro Pro Glu Gly 
290 295 300 

Ala Phe Val Gly Tyr Val Leu Ser Arg Pro Glu Pro Met Trp Ala Glu 
305 310 315 320 

Leu Asn Ala Leu Ala Ala Ala Trp Gly Gly Arg Val Tyr Arg Ala Glu 
325 330 335 

Asp Pro Leu Glu Ala Leu Arg Gly Leu Gly Glu Val Arg Gly Leu Leu 
340 345 350 

Ala Lys Asp Leu Ala Val Leu Ala Leu Arg Glu Gly lie Ala Leu Ala 
355 360 365 

Pro Gly Asp Asp Pro Met Leu Leu Ala Tyr Leu Leu Asp Pro Ser Asn 
370 375 380 

Thr Ala Pro Glu Gly Val Ala Arg Arg Tyr Gly Gly Glu Trp Thr Glu 
385 390 395 400 

Glu Ala Gly Glu Arg Ala Leu Leu Ser Glu Arg Leu Tyr Ala Ala Leu 
405 410 415 

Leu Lys Arg Leu Lys Gly Glu Glu Arg Leu Leu Trp Leu Tyr Glu Glu 
420 425 430 

Val Glu Lys Pro Leu Ser Arg Val Leu Ala His Met Glu Ala Thr Gly 
435 440 445 

Val Arg Leu Asp Val Ala Tyr Leu Lys Ala Leu Ser Leu Glu Val Glu 
450 455 460 



Ala Glu lie Arg Arg Phe Glu Glu Glu Val His Arg Leu Ala Gly His 
465 470 475 480 
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Pro Phe Asn Leu Asn Ser Arg Asp Gin Leu Glu Arg Val lie Phe Asp 
485 490 495 

Glu Leu Gly Leu Pro Ala lie Gly Lys Thr Gin Lys Thr Gly Lys Arg 
500 505 510 

Ser Thr Ser Ala Ala Val Leu Glu Ala Leu Arg Glu Ala His Pro lie 
515 520 525 

Val Asp Arg lie Leu Gin Tyr Arg Glu Leu Ser Lys Leu Lys Gly Thr 
530 535 540 

Tyr lie Asp Pro Leu Pro Ala Leu Val His Pro Lys Thr Asn Arg Leu 
545 550 555 560 

His Thr Arg Phe Asn Gin Thr Ala Thr Ala Thr Gly Arg Leu Ser Ser 
565 570 575 

Ser Asp Pro Asn Leu Gin Asn lie Pro Val Arg Thr Pro Leu Gly Gin 
580 585 590 

Arg lie Arg Arg Ala Phe Val Ala Glu Glu Gly Trp Arg Leu Val Val 
595 600 605 

Leu Asp Tyr Ser Gin lie Glu Leu Arg Val Leu Ala His Leu Ser Gly 
610 615 620 

Asp Glu Asn Leu lie Arg Val Phe Gin Glu Gly Gin Asp lie His Thr 
625 630 635 640 

Gin Thr Ala Ser Trp Met Phe Gly Val Pro Pro Glu Ala Val Asp Ser 
645 650 655 

Leu Met Arg Arg Ala Ala Lys Thr lie Asn Phe Gly Val Leu Tyr Gly 
660 665 670 

Met Ser Ala His Arg Leu Ser Gly Glu Leu Ala lie Pro Tyr Glu Glu 
675 680 685 

Ala Val Ala Phe lie Glu Arg Tyr Phe Gin Ser Tyr Pro Lys Val Arg 
690 695 700 

Ala Trp lie Glu Lys Thr Leu Ala Glu Gly Arg Glu Arg Gly Tyr Val 
705 710 715 720 

Glu Thr Leu Phe Gly Arg Arg Arg Tyr Val Pro Asp Leu Ala Ser Arg 
725 730 735 

Val Lys Ser lie Arg Glu Ala Ala Glu Arg Met Ala Phe Asn Met Pro 
740 745 750 

Val Gin Gly Thr Ala Ala Asp Leu Met Lys Leu Ala Met Val Lys Leu 
755 760 765 

Phe Pro Arg Leu Gin Glu Leu Gly Ala Arg Met Leu Leu Gin Val His 
770 775 780 



Asn Glu Leu Val Leu Glu Ala Pro Lys Glu Gin Ala Glu Glu Val Ala 
785 790 795 800 
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Gin Glu Ala Lys Arg Thr Met Glu Glu Val Trp Pro Leu Lys Val Pro 
805 810 815 

Leu Glu Val Glu Val Gly lie Gly Glu Asp Trp Leu Ser Ala Lys Ala 
820 825 830 

<210> 354 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 354 

ggcctcaccc cggtgaagcg gacgaagaag acgggcaagc gc 42 
<210> 355 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 355 

gcgcttgccc gtcttcttcg tccgcttcac cggggtgagg cc 42 
<210> 356 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 356 

ctcctcctcc aagtggccaa cgagctggtc ctg 33 
<210> 357 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
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<400> 357 

caggaccagc tcgttggcca cttggaggag gag 3 3 

<210> 358 

<211> 2505 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 358 



au^ciai, v_» ci 


CI <w l_. L. l_- 


^*yy^y 




a a p craci t~ ctp t* 
c*y ^*yyy ^y^-* ^* 




60 


on rrsfr'^ p p 




V— • CI V_« l_ Ll^L-QL 


an cct" aaapp 
y ov^l. i_- y ci y 


t"P3PP^ippt"p 


<~<~yyyyyycty 


120 


□ j uciy ci 


yy y y 




Acippt ppt* ra 


sarjCTPPt" t"CJ*5a 
OHM ^* C4- 


craacrcrAPacjA 

z3 ZD z3 Z3 z3 -H C* 


180 


<-c*yy^yy <-yy 


t~ pert* crcrt* p t~ t~ 

y yy 


1~ era rnrrpisn 




1" PPCIPP3 PCI A 


Cfcrppt" a rcraa 

V—^ \y CI V Ct'-J 


240 




^yyy-^yyy^- 


V_» V_» Vrf V*. Cc WV^M 


rj rjciA p t~ f PP 

3 Ct^H C*. w ^ ^ V-^ 


cccac enact" 


ppr p p t" haat" p 


300 


^^oraarf cici 


t" aaa cct~ frt 


ooarrf Got p 

*J W Vrf l_- ^ V-^ 


rarrt pq^ oci 

~3 » " ~3 *** z3 


c 1 c c caacicit' a 

\w# C4> 


Zj Z3 Z3 Zj Z3 ' 


360 


y u^v- ^* y y 


cr p a p c p t~ cscs c 


P 3 3 CTCfP P 




crcrs t" ocracrat - 


CTPCTP3 t" PPT" P 

V>4 Ct w 


420 


apcrcrcrpicrapp 


cracra c 1 1" c 1 1 


ccacrct cctc 


t craaaaaaa 


hctcaatcct 


CCtLCSCCOCSRC 

\^ l~ ^-J V— ' 


480 


yyy ^yy 


V* ^» CA\»r V> ^ CICICA. 


aciAPCi'h pppict 


ciaaaacrt" a per 


rTrjcr "h CTP P P P P 


era a cr p a p t" acr 
yy ciy *-y ^- <-yy 


540 




crpcrppct cap 


crcracrcrapcac 


t caaacaaca 


tccccaaaat 

w w \^ ZD ZD ZD ZD 


aaccracrcra t a 

ZD ZD ^■"^ Zj ZD ZD ZD ^* 


600 


cracrciacraacra 

ZD ZD ZD ZD ZD ^* ZD 


ccaccc 1 1 ccr 


act cct cere a 


y°y L yyyyy a 


gcgtggaaaa 


cct cc taaaa 


660 


aacctggacc 


gggtaaagee 


ggactcgctc 


eggegcaaga 


tagaggegea 


cctcgaggac 


720 


ctccacctct 


ccttagacct 


ggcccgcatc 


cgcaccgacc 


tccccctgga 


ggtggacttt 


780 


aaggccctgc 


gccgcaggac 


ccccgacctg 


gagggectga 


gggccttttt 


gg a gg a g ct g 


840 


gagttcggaa 


gcctcctcca 


egagttegge 


ctcctgggag 


gggagaagee 


cc ggg a gg a g 


900 


gccccctggc 


ccccgcccga 


aggggectte 


gtgggcttcc 


tcctttcccg 


caaggagccc 


960 


atgtgggcgg 


agcttctggc 


cctggcggcg 


gcctcgggcg 


gccgcgtcca 


ccgggcaaca 


1020 


agcccggttg 


aggccctggc 


cgacctcaag 


gaggeceggg 


ggttcctggc 


caaggacctg 


1080 


gccgttttgg 


ccctgcggga 


gggggtggcc 


ctggacccca 


cggacgaccc 


cctcctggtg 


1140 


gcctacctcc 


tggacccggc 


caacacccac 


cccgaggggg 


tggcccggcg 


etaeggggge 


1200 


gagttcaegg 


aggaegcage 


ggagagggee 


ctcctctccg 


agaggctctt 


ccagaacctc 


1260 


tttaaaegge 


tttccgagaa 


gctcctctgg 


ctctaccagg 


aggtggagcg 


gcccctctcc 


1320 


egggtcttgg 


cccacatgga 


ggcccggggg 


gtgaggctgg 


acgtccccct 


tetggaggee 


1380 
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ctct cc t t ta 


aactaaaaaa 


y y y d l yy ^y 


Ly ll uy y ciy y 


yyyoyy ll l l. 


l Ly l l tyycL 


1 

X*4*t U 


ggccacccct 


t caacctcaa 


ctcccacaac 


raactaoaaa 

w ^y w \~- y y a d 


nnaf ppt~ p t" 1~ 
yyy l*llll l l 


LyciLycty l Ly 


lJUV 


oacctcarrr 


pacrt - as ^ a pa 


a a paa a rra a a 
y a^>y aay ctay 


ciLy yy Lciciy l 


yLLLLaLLyL 


/-< /-i -3 prptpfpip/ /■-• p 

LL.ayyyyycc 


IDDU 


p t aa 3 aar p p 


Lt - ( -yyyyyy t -* 




pt t~ ptpi anpf - p* a 

y i-yycty l llo. 


ILL LLLcty Lcl 


LLgyya.yc 1. 1- 


icon 


t*ppaaapt"ps 


AAAaPAPPt - ^ 


r* c t~ errr z$ c* r~* r~* 
l tL.yyoLL.LL 


L Ly LLLLy y L 


LLytLCaCCC 


gcggacgggc 


icon 


caactccaca 

J J \^ \«. V- 1* »w cv 


v.. \— ^*y o cia 


LLCiy ciLyyLL 


ciLyyLLciLyy 


y cicty y l llil 


L Cty L L L L y Cl L 


x / *± u 


cccaacrf ar 


Ciy CI CI <_/ CI U- v_» <w 


Ly LyLyLALL 


LLLLLyyyyL 


ciy L-y l a. l l Ly 


LdayyccttL 


i fi n n 


y ^yy^^y^yy 


^yyyy L yy LL 


l l l l l. i,yy Ly 


gcggactact 


cccagattga 


C~\ ¥- pppjpip/1" /-< 

y l LLLyyy ll 


J.OOU 


L uyyLLLciLL 


t~ pt~ r'aaaaaa 

ll ^-*- , yyyyy c * 


onAaA^r , r , 'HrT 
l y ciy aciLLLy 


aagcgggtct 


tccgggaggg 


y ci ciy y ci c ci t. l 




p a t" a p pas a;^ 
l ca c* \— y ciy ci 


^uyuL.y y 


yauy ll uyy l 


ttagaccccg 


ctctggtgga 


t c c ci a. a. y a. l y 




^y^^yyy ^yy 


LLcictyciLyy l 


LcLdLL LLyy L 


gtcctctacg ggatgtccgc 


CCaCayyCCC 


on/in 


u y y ^y 


y y *-* ci ^ ^y 


pf* a pa a ptptss pt 
l uctLdciy y ciy 


gcggaggcct 


ttattgagcg 


l c ac iicc ay 




Cty L L- l_ L v_- L L CI 


dgy ugcgyyc 


l Ly y ct Lcty ctct 


aggaccctgg 


a 99 a 999 cc 9 


yacycggggc 




tacataaaaa 


rpf f at* t* raa 


« y y c* y y l y l 


tatgtgcccg 


acctggcctc 


pi p< PTPTPT t" P'P'PTP' 

yyy ^ ^- , ^*y 


9 9 9 0 


L ^yy u y ^yyy 


yy yy yy 


rrpnrf a 1* nnpp 

yyy yy 


ttcaacatgc 


ccgtgcaggg 


P* ^ PI PP(P PIPTP* P* 

LaLLy LCy CC 


9 9 q n 


gacctgatga 


agatcgccat 


ggtcaagctc 


ttccccaggc 


taaagcccct 


gggggcccac 


2340 


ctcctcctcc 


aagtggccaa 


cgagctggtc 


ctggaggtgc 


ccgaggaccg 


ggccgaggag 


2400 


gccaaggccc 


tggtcaagga 


ggtcatggag 


aacgcctacc 


ccctggacgt 


gcccctcgag 


2460 


gtggaggtgg 


gcgtgggtcg 


ggactggctg 


gaggcgaagc 


aggat 




2505 



<210> 359 
<211> 835 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 359 

Met Asn Ser Thr Pro Leu Phe Asp Leu Glu Glu Pro Pro Lys Arg Val 
15 10 15 

Leu Leu Val Asp Gly His His Leu Ala Tyr Arg Thr Phe Tyr Ala Leu 
20 25 30 

Ser Leu Thr Thr Ser Arg Gly Glu Pro Val Gin Met Val Tyr Gly Phe 
35 40 45 
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Ala Arg Ser Leu Leu 
SO 



Val Val Phe Asp Ala 
65 

Ala Tyr Lys Ala Gly 
85 

Leu Ala Leu Val Lys 
100 

Glu Ala Pro Gly Tyr 
115 

Lys Ala Glu Arg Glu 
130 

Asp Phe Phe Gin Leu 
145 

Gly Thr Leu Val Thr 
165 

Pro Glu Arg Trp Val 
180 

Asn lie Pro Gly Val 
195 

Leu Ala Glu Trp Gly 
210 

Val Lys Pro Asp Ser 
225 

Leu His Leu Ser Leu 
245 

Glu Val Asp Phe Lys 
260 

Leu Arg Ala Phe Leu 
275 

Phe Gly Leu Leu Gly 
290 

Pro Pro Glu Gly Ala 
305 

Met Trp Ala Glu Leu 
325 

His Arg Ala Thr Ser 
340 

Arg Gly Phe Leu Ala 
355 

Val Ala Leu Asp Pro 
370 



Lys Ala Leu Lys Glu Asp 
55 

Lys Ala Pro Ser Phe Arg 
70 75 

Arg Ala Pro Thr Pro Glu 
90 

Arg Leu Val Asp Leu Leu 
105 

Glu Ala Asp Asp Val Leu 
120 

Gly Met Glu Val Arg He 
135 

Leu Ser Glu Lys Val Ser 
150 155 

Pro Lys Asp Val Gin Glu 
170 

Asp Phe Arg Ala Leu Thr 
185 

Ala Gly He Gly Glu Lys 
200 

Ser Val Glu Asn Leu Leu 
215 

Leu Arg Arg Lys He Glu 
230 235 

Asp Leu Ala Arg He Arg 
250 

Ala Leu Arg Arg Arg Thr 
265 

Glu Glu Leu Glu Phe Gly 
280 

Gly Glu Lys Pro Arg Glu 
295 

Phe Val Gly Phe Leu Leu 
310 315 

Leu Ala Leu Ala Ala Ala 
330 

Pro Val Glu Ala Leu Ala 
345 

Lys Asp Leu Ala Val Leu 
360 

Thr Asp Asp Pro Leu Leu 
375 



Gly Gin Ala Val Val 
60 

His Glu Ala Tyr Glu 
80 

Asp Phe Pro Arg Gin 
95 

Gly Leu Val Arg Leu 
110 

Gly Thr Leu Ala Lys 
125 

Leu Thr Gly Asp Arg 
140 

Val Leu Leu Pro Asp 
160 

Lys Tyr Gly Val Pro 
175 

Gly Asp Arg Ser Asp 
190 

Thr Ala Leu Arg Leu 
205 

Lys Asn Leu Asp Arg 
220 

Ala His Leu Glu Asp 
240 

Thr Asp Leu Pro Leu 
255 

Pro Asp Leu Glu Gly 
270 

Ser Leu Leu His Glu 
285 

Glu Ala Pro Trp Pro 
300 

Ser Arg Lys Glu Pro 
320 

Ser Gly Gly Arg Val 
335 

Asp Leu Lys Glu Ala 
350 

Ala Leu Arg Glu Gly 
365 

Val Ala Tyr Leu Leu 
380 
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